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Abstract: In September 2024, a specimen of the genus Leptobrachella (Megophryidae) was collected from Shangdong

Village, Wanfoshan Town, Tongdao Dong Autonomous County, Huaihua City, Hunan Province, and its morphological

characteristics were consistent with L. bashaensis by morphological identification. The phylogenetic tree based on the mito-

chondrial 16S rRNA gene sequences indicated that specimen was clustered into a monophyletic clade with L. bashaensis

from its type locality (Congjiang, Guizhou Province). Based on the Kimura 2-parameter model, genetic distance between

the two species was 1. 9%, which was much lower than the mean interspecific genetic distance of Leptobrachella (10.3%).

Based on the comprehensive analysis integrating morphological characteristics and molecular phylogenetics, the specimen

was confirmed as L. bashaensis, representing a new amphibian distribution record in Hunan Province. This new record not

only enriches the data of the amphibian distribution record in Hunan Province, but also extends the known distribution range

of this species by about 100 km to the northeast.
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Figure 1 Sampling localities and geographic distribution of Leptobrachella bashaensis
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Table 1 Sample information and GenBank accession numbers
Y bR SRAEHb GenBank &5
Species Voucher No. Locality Accession No.
AWFFEFRAS Specimen of the study HUNL24091601 o R AL PX717295
AHFFEARA Specimen of the study HUNL24091602 oh = R L PX810222
B YD SEUE Leptobrachella bashaensis GIB196403 o [ M S AR R MW 136294
B VDG Leptobrachella bashaensis GIB196404 P B S A T MW 136295
B ERYE Leptobrachella niveimontis KIZ015734 TEZFEREHI MT302618
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Species Voucher No. Locality Accession No.

W R RYE Leprobrachella flaviglandulosa KIZ016065 v 2 R MT302625
G SRUE Leptobrachella yeae CIBEMS20190422HLJ2-1 o Y1 A L MT957022
LB SEUE Leptobrachella suiyangensis GZNU20180606002 CRIESE Ol B 5V MK829648
R B RYE Leptobrachella wulingensis CSUFT177 R IR MT530315
VP GEYE Leptobrachella jinshaensis CIBJS20200516001 T E ST Y MT814014
PR REYE Leptobrachella feii KIZ048894 v 2 g MT302634
T IRYE Leptobrachella alpina KIZ046816 HE SR MHO055866
EEATSESGEUE Leprobrachella bijie SYSa007320 A SN B MK414539
2R IRYE Leptobrachella jinyunensis CIB119039 P EE RS S 00024778
IRIKEGEME Leptobrachella chishuiensis SYSa004955 F ] SR S 00024818
A7 R RYE Leptobrachella bourreti KIZ048895 v 2 R MT302638
X G ZEWE Leptobrachella laui SYSa002450 T E ARG MHO055904
T B SR YE Leptobrachella liui ZYCA907 v A R L MHO055908
FE I RYE Leptobrachella mangshanensis MSZTC201703 W E R 2 L MG132198
At ) Lm%%ﬁfﬁ Leptobrachella maoershanensis KIZ07614 o E TP LI MHO055927
L5584 Leptobrachella oshanensis KIZ025776 o O [ 1L MH055895

R EIEYE Leprobrachella purpuravenira SYSa007283 CHE Yl MK414523
AR GME Leptobrachella purpurus SYSa006531 EREs PN AT} MG520355
[ B 9EWE Leptobrachella tengchongensis SYSa003766 HE oL MHO055897
BT SEUE Leptobrachella yingjiangensis SYSa006535 S PN EEART) MG520357
FFERYE Leptobrachella yunkaiensis SYSa004663 W R4 MH605584
Jcn%”‘“*ﬁfﬁ Leptobrachella wumingensis NNU01058 HETVRE T OR194551
TP IEYE Leptobrachella verrucosa GEPa062 AR ERR L 0P279592
A% 5805 Leptobrachella dong CIBSSC1757 I R M 0P764530
[BESE GEUE Leptobrachella ventripunctata KIZ020421 i 25 AR L MHO055825
TR INZERYE Leptobrachella wuhuangmontis SYSa003485 TP AR L MH605577
BB GEHE Leprobrachella shangsiensis NHMG 1401032 o [ PG 97 bk MK095460
FERI B R YE Leptobrachella guinanensis NNU00557 v PG B s 0P548561
W RYE Leprobrachella pelodytoides ROM 18282 T AR = B EF397244
TR AN 52 UE Leptobrachella nyx ROM35606 i < R S MHO055814
KA IEYE Leprobrachella damingshanensis NNU202103281 SR EE NG MZ145229
WIS GEWE Leptobrachella aspera SYSa007744 2L MW046200
FI1EERYE Leptobrachella shimentaina SYSa007684 P AR I ON017330
F T RIUIERYE Leptobrachella shiwandashanensis NNU202103213 wh TG s MZ326692
ML 3 GEHE Leptobrachella dushanensis CIBDS20220409002 o S e PP061389
TKIRETRYE Leptobrachella dorsospina SYSa004974 B S K MW046197
R RYE Leptobrachella eos NCSM80551 EhEV RS MH055887
= HEGRYE Leptobrachella sungi ROM20236 R AR = MHO055858
BT HEZEYE Leptobrachella sinorensis KUHE19809 7 IR F 00 LC741034
3K GEME Leptobrachella xishuiensis GZNU20240726007 o SR PQ604660
ANAEEGEYE Leptobrachella yongshunensis HJ2024001 rh [ I A PQ227124
T GEWE Leptobrachella yunyangensis GZNU20210629001 T K o B 01800366
Leptobrachella lateralis TASST AR87 EE KU674834
Megophrys montana LSUMZ 81916 FE KX811927
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A. Living individual; B. Ventral view; C. Ventral view of hand; D. Ventral view of foot.
B2 #HmREEDERE

Figure 2 Leptobrachella bashaensis from Tongdao Dong Autonomous County, Hunan Province
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Table 2 Measurement of Leptobrachella bashaensis from Tongdao Dong

Autonomous County, Hunan Province mm
M‘fffzn HUNL2024091601  HUNL2024091602
LRk SVL 24.55 25.85
K HL 9.34 9.12
B8 HW 8.23 8. 84
Wt SL 3.76 3.83
SRR INS 2.80 2.95
MR AV R T0S 4.65 4.87
iR ED 3.41 3.63
R 58 UEW 2.24 2.46
A TD 1.73 1. 68
W8 KT LAHL 10.75 12.17
A v LAD 2.09 2.26
R TL 9.92 11.44
258 TW 3.10 3.30
A LET 14.59 17.96
K FL 9. 80 11.72
JE i HLL 34.25 41.99
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MG520357 ZITAE RS Leptobrachella yingjiangensis
MHO055897 % S Leptobrachella tengchongensis
MHO055887 ##Ibe 4 5

W& Leptobrachella eos
W& Leptobrachella yunyangensis
{23 Leptobrachella oshanensis

OL800366 HIili
MHO055895 U111

70/ MT814014 4: Vb5

LC741034 {5580 Leptobrachella sinorensis
MHO055866 = 1115 58U Leptobrachella alpina
MG520355 £Efp st s s Leptobrachella purpurus

MWO046197 7KIBAEFEWE Leptobrachella dorsospina

PQ227124 AU Leptobrachella yongshunensis

-
0.99/99L- MT530315 ifi 5 52UE Leptobrachella wulingensis

MT957022 M G4 5EWE Leptobrachella yeae

OP764530 flil 5 584 Leptobrachella dong
PPOG1389 111

e

& Leptobrachella dushanensis

302638 1ii [ W Leptobrachella bourreti
MT302618 51114 5RWE Leptobrachella niveimontis
MK414523 %6115 W& Leptobrachella purpuraventra

/=3 Leptobrachella xishuiensis

ZEWE Leptobrachella suiyangensis
¢ Leptobrachella jinshaensis
MK414539 B 1535805 Leptobrachella bijie
0Q024818 FR7K A FEME Leptobrachella chishuiensis

-/89L— 0Q024778 45 22 478U Leptobrachella jinyunensis
MT302625 ¥ IR4EFEWE Leptobrachella flaviglandulosa

W& Leptobrachella bashaensis

MW 136294 B YM3E58WE Lepiobrachella bashaensis
PX810222

MH605584 2 F4E 58 Leptobrachella yunkaiensis
MH055927 4t JLil1 W& Leptobrachella maoershanensis
MHO055904 XI| [C % 58U Leptobrachella laui

ONO17330 {11 ] 54584 Leptobrachella shimentaina

OP279592 ek Ze s Leptobrachella verrucosa
MHO055908 # #4580 Leptobrachella lii

MG 132198 31114 58U Leptobrachella mangshanensis

MHO055858 = /5 4k 23 i Leptobrachella sungi

MKO095460 | 8458 Leptobrachella shangsiensis

OR194551 M5 5EWE Leptobrachella wumingensis
MZ326692 |- 7 kil W Leptobrachella shiwandashanensis
MH605577 1 5 il15E 580 Leptobrachella wuhuangmontis
MWO046200 #53% (115 528 Leptobrachella aspera

MT302634 % [CH5EWE Leptobrachella feii

MZ145229 KL% 584E Leptobrachella damingshanensis
Leptobrachella nyx

% Leptobrachella guinanensis

SUE Leptobrachella ventripunctata

/91— EF397244 #3£58U5 Leptobrachella pelodytoides

/R DU B IR BT N IR O R TR AT Y LR 2L T A AT A

The numbers before “/” represent the Bayesian posterior probability, and the numbers after “/” are the bootstrap values analyzed by the maximum

likelihood method ; Specimens of this study are indicated in red.
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Figure 3 Phylogenetic tree of selected Leptobrachella species based on mitochondrial 16S rRNA gene sequences
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