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(COFHLHMMEAL L EARTREH XL, FHik #®BRAK 20185 A £ 2020 F5 A AkiEes 128 4 CC £ H1EH CC4A,

RIRF M T AR89 86 415 A £ & B (CIN) & & 4F 4 CIN 4, /74K 48 74 Bl FF AT B, RA S ELER
zi‘a%%%ﬁé\&&@é&quT—PCR)%%rimz\zﬂm;ﬂ MYLIP mRNA #= miR-542-3p & & K F . E CC & & W6 Kk B4 42 T4,
S HEEKFE CCELEWGARBEIIEN £ £ ;40 ENCORI M 357 MYLIP A= miR-542-3p Z M2 & A ¥ % £ ;48 A
Pearson # % # MYLIP mRNA #= miR-542-3p & ik #9408 % M 4 H % X F T % 4 42 (ROC) ¥ & #F & MYLIP mRNA #=
miR-542-3p & ik K F 25 CC 8 F M4 o ¥ 18 ; 42 A Kaplan-Meier % 2 #7 f2 7% MYLIP mRNA #= miR-542-3p A A K+ 5 CC & %
FEMKF A Cox@ELHHHCCEHFMEHRELRA X, FR CCAmFA MYLIP mRNA £k K-F 23 % T CIN Afe 2}
R 21 (F=118.850,P<C0.001) ,CC 8 fn 7% miR-542-3p & & K -F B FAK T CIN LA 2f BB 20 (F =85.413, P <C0.001) ; CC & & s i
MYLIP mRNA ## miR-542-3p K& KF 5 2 F 4% 2 (X =5.026.6.133) . T M F E X E(X*=6.767.7.957) ., FIGO % #(X* =
7.788.11.480) \TNM 4 #1 (X* =12.426,20.150) . #k & 45 % F 345 (X =8.821,12.687) A % (P <C0.05) ; MYLIP #» miR-542-3p %
¥ d A b, B CC %% ik MYLIP mRNA 5 miR-542-3p £k 4 fiAg % % & (r=—0.415, P <<0.001); £ %% MYLIP
mRNAF miR-542-3p & & K -F LA IEA LW CC W& T @MRAUC) » 44 0.807.0.815.,0.894 , Bk A9 W 2k F 4k T 3£ k4 o
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51.52% ,X=11.771,P =0.001) ; MYLIP mRNA % % 5 (HR =1.972,95% CI:1.565~2.485) %2 CC % X R = A& B £,
miR-542-3p & % i (HR=0.517,95%CI:0.399~0.670) % CC & X & =894 % B & (P<0.05), #&i#® & #F MYLIP mRNA #e
miR-542-3p £ XA R FH FHML B EHBLA — LN A L FF X R TFE5THABEF GRS EM £,
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The relationship between MYLIP and miR-542-3p with early diagnosis and
clinical prognosis in patients with cervical cancer
TIAN Wen',YIN Xiaomei' ,FU Miao' , LIU Peng' . WANG Sha' ,LIU Hao* , WANG Donghai*
(1.Department of Obstetrics ;2.Department of Gynecology ,Baoding NO.2 Central Hospital , Hebei Baoding 072750 ,China)

[ Abstract | Objective To investigate the value of serum myosin regulatory light chain interacting protein (MYLIP) and microRNA-
542-3p (miR-542-3p) expression levels in the early diagnosis of cervical cancer (CC) and their relationship with clinical prognosis.
Methods A total of 128 patients with CC admitted to our hospital from May 2018 to May 2020 were selected as the CC group,86
patients with cervical intraepithelial neoplasia (CIN) who were treated in our hospital during the same period were selected as the
CIN group.and 74 healthy patients who underwent physical examination were selected as the control group. The expression levels of
serum MYLIP mRNA and miR-542-3p in each group were detected by real-time quantitative reverse transcription polymerase chain
reaction (qQRT-PCR) , and the clinicopathological characteristics of CC patients were collected, and the relationship between the
expression levels and the clinicopathological characteristics of CC patients was analyzed. The ENCORI website was used to predict
whether there was a targeting relationship between MYLIP and miR-542-3p; Pearson method was applied to analyze the correlation

between MYLIP mRNA and miR-542-3p expression;the receiver operating characteristic (ROC) curve was plotted to evaluate the
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value of MYLIP mRNA and miR-542-3p expression levels in the early diagnosis of CC;the Kaplan-Meier method was applied to
analyze the relationship between serum MYLIP mRNA and miR-542-3p expression levels and the prognosis of CC patients; Cox
regression was used to analyze the risk factors affecting the prognosis and mortality in patients with CC. Results The expression
level of serum MYLIP mRNA in CC group was significantly higher than that in CIN group and the control group (F=118.850,
P<C0.001) ,and the expression level of miR-542-3p was significantly lower than that in CIN group and the control group (F =
85.413,P<C0.001).the expression levels of serum MYLIP mRNA and miR-542-3p in CC patients were correlated with menopause
(X*=5.026,6.133) ,depth of cervical infiltration(X* =6.767,7.957), FIGO stage(X* =7.788,11.480), TNM stage(X* =12.426,
20.150) ,and lymph node metastasis (X* = 8.821,12.687) (P <(0.05); there were targeted binding sites between MYLIP and
miR-542-3p,and serum MYLIP mRNA was negatively correlated with miR-542-3p expression in CC patients (r = —0.415, P <<
0.001).The AUC of serum MYLIP mRNA and miR-542-3p expression levels individually and in combination in the diagnosis of CC
were 0.807,0.815,and 0.894, the combined diagnosis effect was better than that of individual diagnosis (Z e wo are combined MYLIP =
2,165, P =10.0303 Z the two arc combined-mik312-3p — 2.3605s P =0.018). The 3-year survival rate of patients with high expression of serum
MYLIP mRNA was significantly lower than that of patients with low expression (52.24 % wvs. 78.69% ,X*=10.869,P=0.001) ,and
the 3-year survival rate of patients with high expression of serum miR-542-3p was significantly higher than that of patients with low
expression (79.03% ws. 51.52% ,X* =11.771, P = 0.001). High expression of MYLIP mRNA is a risk factor for death in CC
patients (HR=1.972,95% CI :1.565-2.485) , and high expression of miR-542-3p is a protective factor for death in CC patients
(HR=0.517,95%CI:0.399-0.670) (P <C0.05). Conclusion The expression levels of serum MYLIP mRNA and miR-542-3p have
certain value in the early diagnosis of cervical cancer, and their expression levels are closely related to the clinical prognosis of
cervical cancer patients.

[ Key words | myosin regulatory light chain interacting protein; micro RNA-542-3p;cervical cancer;early diagnosis;clinical prognosis

2 Fi9EE (cervical cancer,CC) & —Fh e A %8 £ 1 &85
SR oY i E Ny sl NS S SR S LR [N
L3k 98 9% ¥ (human papillomavirus, HPV) & &MY, L1 —# 3#
JEAESK B2 HPV 2R % CC 0 5 1A JBIUABE 2018 45 H 28 2020 4% 5 ST E e

P32 W L CC 1Y %356 24 T F [ AR CC He %5 [y 128 il CC w2 FHM N CCH. PAbRHE: DCC
WA O R R L R O A B R s i R ERIRIRTRS . A CC AR TR s O
A 1 I CC B i 122 1, W 5 % A B VK2 i « R 3% 32 i3 HAIR T 5 Ol R b B 7 5%
B4 % CCHBEBEEFUERE, & F Rk Kk B4 HEBRAR I O [ LIRS 25 B Ak R 2 O
670 B, FHATL B CC L Pbraty R A A A RBEIIRRRERR # O 7 P9 IR B R 25

LW AT RN CC %4 & Bk e, Yy Lo W P 3 R8s O3 5 D RE RS . 5 ik B[] 30
#/N RNA-542-3p(micro RNA-542-3p. miR-542-3p) 1 ABEHLiZ A 86 05 HL 12 A 22 Ccervical intra-
T A% T TR g i TR R, o T o i OC JE R epithelial neoplasia, CIN) f# # & CIN 44 ; % Bt 7]
S B S 5 O A2, AE A B AAG 1 74 (o1 fi B ARG AR D X IR A
BE A7 . 1 7 6 G AL, L i Re 8 e RS AT A 5T O 38 A Be B o 0 3 25 oo it ofE (it 5.
BE5T R B0, JULER S 1198 5 42 5% AR 5 4E 8 11 (myosin 20200518) , 321 ¥y O 2 F G W 2 6

regulatory light chain interacting protein, MYLIP) 1.2 A&
J& miR-542-3p A —HIIE A, H MYLIP B # i 52 FKAEPTA 2R H RS E K 2mL, %R #

5 CC MWk REA K, M 8 £XKFEX CC Hiz B Ah, MM S T 4°C L3 000r/min 8.0 15min,
WiF K b 6 3 TS B 5 W e DL AR, R, AR WS W PSR — 20°C AR AR I, R 52 28Ok

BIEH I ML MYLIP 1 miR-542-3p & ik 7K F X 71 PCR (quantitative real-time fluorescence-poly-
CC Wiz W i i S H 5 s 09 5¢ 2 5 LA A I R 13 5 merase chain reaction, qRT-PCR) % #& W ifi 7
AT CC 5%, miR-542-3p \MYLIP mRNA ik /K, KA Trizol
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LRI E & RNAL i i BTK ND5000 8 il 18 #% R
I EA (AL E, Bioteke 4= #) 3 AR 2N 7)) I g H ik
B, O 5 Sk 4 B cDNA, DL cDNA Sy #E AR, 17
RT-qPCR 4" 1§ S i » He e AR R 3 200 L: b RS
P4 0.54L,2.0uL. ¢cDNA,10pL SYBR Green Mix,
JinddH, O % 20pL., ¥ LiRERE T CFX Opus 96
P PCR A (£ E L Bio-Rad 24 7)) 1, 3% b 2 I

B, 647 LA 40 A6 6. B AE M 94°C | 3min, 4E M
94°C \4s,1B K 56°C \5s, #Efift 72°C \6s, L GAPDH,
U6 NN S, % 2% %k i 8E miR-542-3p, MYLIP
mRNA W AH XA &, 51 PR P NCBI 24k & b
miR-542-3p \MYLIP, U6, GADPH #t A J¥ 51 i% i1,
ST EIILEER 1,

*®1 RT-qPCRI#1E3
Table 1 RT-qPCR primer sequences
FH sl 53 FEsld 53
miR-542-3p GGCGGTGTGACAGATTGATAA TCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACTTTCAG
MYLIP CCGCTGCACATCGTC CGTGGAAGGCGGTGATCAG
18 CTCAGAGCGTGGTTCTCCGTCAC TATAAATCTTTACCCTGTTGGAGT
GAPDH ACAGTCAGCCGCATCTTCTT GACAAGCTTCCCGTTCTCAG
1.3 BEis T A miR-542-3p £ 3k /K B @A T % IR

FEE 2R A Ll B A0y Oy 2k
CC BA& AT I 3 4ERYBEDT . 83 H BLAE T I 0] B
DB, ARV 2023 48 5 A 31 H.

1.4 GEitZE5H

KT SPSS 25.0 B A4 i 47 £l o0 7 . 1 H E BT R
PLBIECCE 43 O [n (06) T3, 20 18] P 84T X7 G 56 5
TR SIS0, U B bR 22 (x £5) &
NS 22 2R R) PR B TR 3R T 22 4 B, R LG BLAT
SNK-q ¥ ¥ K [l Pearson 3% % CC H 3 Ifl 1§
miR-542-3p5 MYLIP mRNA %3k /K #4740 5 1k
T A 32 3 # T 4E 7 1E (receiver operating
characteristic, ROC) Hi £ ¥F 4 miR-542-3p 5
MYLIP mRNA ik KF-xF CC 53112 Wi {85 >R H
Kaplan-Meier #4371 miR-542-3p 5 MYLIP RNA #
TRIKSEXE CC #8355 A A7 28 00 5 ) o 0 5508 A6 50 43
P25 32 Cox BIHAHT CC & S 1
R E , P<<0.05 RRZRAGIHHE L,

2 8#5R

2.1 ZH—MBAMEEE

CC 41 . CIN 21 Fir X H 2] = 2 — e ook e g, 22
SEGIT#E L (P>0.05), W% 2,

2.2 Z4IME MYLIP mRNA # miR-542-3p &
KK L8

CIN 41 ,CC 4 1M7% MYLIP mRNA &3k 7K -
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21 (P<C0.05); CC 4117 MYLIP mRNA # ik /K
B T CIN 4 (F = 118.850, P <<0.001) , miR-
542-3p RIKKFHEALT CIN 4 (F =85.413, P <
0.001), W3 3,
F2 ZH-BABLE xts
Table 2 Comparison of general data

among the three groups (x £s)

WiH Bi1% R () AT 4 45 B (kg/m®)
CcC 4l 128 54.63+4.01 22.9142.30
CIN 41 86 55.0944.32 23.1342.38
X R 20 74 54.72+4.21 23.26+2.43
F 1A — 0.329 0.562
P {a — 0.720 0.571
xR3 Z@HIME MYLIP mRNA # miR-542-3p
RiFKFE (x5
Table 3 Comparison of serum MYLIP mRNA and

miR-542-3p expression levels among the three groups (x £s)

Wi H 151 %1 MYLIP mRNA miR-542-3p
cC 4l 128 1.564-0.31% 0.780.10*
CIN 41 86 1.2740.24% 0.9140.13%
Xf HR 20 74 1.00£0.12 1.01£0.15
F 1 — 118.850 85.413
P14 — <0.001 <0.001

W SX A .2 P<<0.05; 5 CIN A, P<<0.05,
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2.3 CC B#& IMiF MYLIP mRNA #1 miR-542-3p
RIEKFEIERFREHENXFR

LL CC 4 MYLIP Fl miR-542-3p ik /K F Ay
fH oA B, % H 2 8 MYLIP mRNA & % i 4]
(67 i) AL F K (61 ) Al miR-542-3p & Fik 4
(62 B MILFRIE L (66 ), 4 B H 3R EAKT 5B H
I PR 8 B RE AR 19 06 R . 45 R WoR, CC R # I

MYLIP mRNA #l miR-542-3p #£ kK F 5 & H %
Z(X*=5.026.6.133) . B SR IR E (X" =6.767,
7.957) FIGO 7 (X* =7.788,11.480) , TNM 431
(X*=12.426,20.150) k(045 2 A5 45 B (X =8.821,
12.687)F K (P ¥1<C0.05) , 54F il iR L4 . Bhisg
IALTRIE JC K (P=>>0.05) , W3 4,

£ 41 CCHEEMBE MYLIP mRNA 1 miR-542-3p RIAKESIGERBEEBENER [(n(X)]
Table 4 Relationship between serum MYLIP mRNA and miR-542-3p expression levels and

clinicopathological characteristics in CC patients [n( %) ]

MYLIP mRNA miR-542-3p
MH BB e feks X P Bk ek X P
(n=67) (n=61) (n=62) (n=166)
AEIE () 1.110 0.292 0.276 0.599
=45 65 37(56.92) 28(43.08) 30(46.15) 35(53.85)
<45 63 30(47.62) 33(52.38) 32(50.79) 31(49.21)
Jib 953 B AR (em) 1.459 0.227 1.084 0.298
=>4 68 39(57.35) 29(45.65) 30(44.12) 38(55.88)
<4 60 28(46.67) 32(53.33) 32(53.33) 28(46.67)
Y 2% 5.026  0.025 6.133 0.013
2 82 49(59.76) 33(40.24) 33(40.24) 49(59.76)
i 16 18(39.13) 28(60.87) 29(63.04) 17(36.96)
B SR TR 6.767 0.009 7.957 0.005
<2/3 78 48(61.54) 30(38.46) 30(38.46) 48(61.54)
>2/3 50 19(38.00) 31(62.00) 32(64.00) 18(36.00)
FIGO 43 7.788 0.005 11.480 0.001
Ta~IbH#) 81 50(61.73) 31(38.27) 30(37.04) 51(62.96)
il 47 17(36.17) 30(63.83) 32(68.09) 15(31.91)
TNM 433 12.426  <<0.001 20.150  <<0.001
T1aNOMO~ T1bNOMO 1 81 52(64.20) 29(35.80) 27(33.33) 54(66.67)
T2aNOMo 47 15(31.91) 32(68.09) 35(74.47) 12(25.53)
SRR B 3.005 0.083 2.462 0.117
k1t 69 41(59.42) 28(40.58) 29(42.03) 40(57.97)
ok 59 26(44.07) 33(55.93) 33(55.93) 26(44.07)
MR 8.821 0.003 12.687  <<0.001
2 80 50(62.50) 30(37.50) 29(36.25) 51(63.75)
i 48 17(35.42) 31(64.58) 33(68.75) 15(31.25)

2.4 CC &2#& MF MYLIP mRNA #1 miR-542-
3p RIEHHE XSS

ENCORI [ 3k 9 I 5 2R & 75, MYLIP Fl miR-
542-3p FEAERE ] 45 5 v 45, H Pearson #H 3¢ 43 #7 45
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TargetRegion T Type Alignment TDMDScore AgoExpNum CleaveExpNum phyloP
chr6:16147983-16147989[4] 7mer- Target: 5' AGCUAGAAACCUACACUGUCACU 3' | 0.6940 3 0 5620

m8 ST T o o

miRNA : 3' AAAGUCAAUAG-UUAGACAGUGU 5'

Bl 1 miR-542-3p 8 MYLIP B £ #1582 447
Fig.1 Bioinformatics analysis of miR-542-3p targeting MYLIP

2001 ce Lot 2.5 M&F MYLIP mRNA #1 miR-542-3p ik 7K
JRYY ' 34 CC BN ES 47

2 160 PL CIN 4 MYLIP mRNA il miR 542 3p % ik

= 140 C R KA 6k B8 22 %) ROC 1 45 3 45 i 3 MYLIP

s Lok R . : . mRNA Hl miR-542-3p KKK CC B2 Wi i i

1o | | | | | | | SERL R I MYLIP mRNA Hl miR-542-3p #jh

0407050 060 070 08000 100 KA LW CC i 4 F I B (area under the

) M MYLIP mRNA f miR 5123 curve, AUC) 25114 0.807.,0.815.,0.894 , BE & 12 Wi 3L

%k M ST RALT BB W (Z s wvir = 2,165, P = 0.030;

Fig.2 Correlation analysis of serum MYLIP mRNA and 7 s irmirsizsy = 2.360, P =0.018) , W2 5 FIIK 3,

miR-542-3p expression

%5 Mm% MYLIP mRNA # miR-542-3p & ik Kk E3t CC L BT (&
Table 5 Value of serum MYLIP mRNA and miR-542-3p expression levels in the diagnosis of CC

AR AUC T U8 95%CI TURRBE (70) T B0 Youden 1§ %k
MYLIP mRNA 0.807 1.45 0.748~0.858 72.66 82.56 0.552
miR-542-3p 0.815 0.87 0.757~0.865 76.56 80.23 0.568
ZHRBE 0.894 — 0.845~-0.932 90.62 77.91 0.685
100, RN 52.24% (35/67) MR KK B E 3 EAFERR
sol 78.6990(48/61), 22 5¢ 3 (X* =10.869, P =0.001);
_ miR-542-3p W Rk B E 3 EETFRN 79.03% (49/
X 60
= , 62) IRFRILBH 3 AT RN 51,5200 (34/66) , %
gjﬁ or FRFEM=11.771,P=0.001), WK 4 FI 5,
—— MYLIP mRNA
’ miR-542-3p
200 - 1 LOf
e 5% HH_R
o 0.8}
0 20 40 60 80 100
100— 45 R (%) w OOf
. . &
& - & MYLIP mRNA #1 miR-542-: %
|3 M mRNA f miR-542-3p 3 #|OAL L MyLIP mRNAME &
7k FEi2lE CC By ROC H £ -m MYLIP mRNA & #ik
. ) 02+  + MYLIP mRNAfERFIA-K GG
Fig.3 ROC curve of serum MYLIP mRNA and —+ MYLIP mRNAR £ i5-K 55
miR-542-3p expression levels for the diagnosis of CC 0.0}
0.00 10.00 20.00 30.00 40.00
s - ‘> E Ao e E
2.6 MMiF MYLIP mRNA #1 miR-542-3p Rit 5 BRI ()
CCEBEBRHXR B4 Mm% MYLIP mRNA £355 CC &%
* H Kaplan-Meier 0 #7 il MYLIP mRNA SEREERWEER
1 miR-542-3p XA X CC BE AR, 45 Fig.4 Relationship between serum MYLIP mRNA
R BN, IMHE MYLIP mRNA %%%ljj%{ H3ERTF expression and 3-year overall survival in CC patients
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l nL—‘_\_‘_\_I_\_‘_L‘
0.8F
0.6
ﬁ 04l - miR-542-3pfEKIA
: _m miR-542-3pr K ik
i miR-542-3pf&FRIE- R 5l 5
0.2 —+ miR-542-3pfR RIE-K A 5
0.0 i 1 1 1 1 J
0.00 10.00 20.00 30.00 40.00
BE VT IR (A)
5 IiE miR-542-3p Rik5 CC B F
SEREFEEMXR
Fig.5 Relationship between serum miR-542-3p expression

and 3-year overall survival rate in CC patients

2.7 Cox B4 CC BEVRMNEZMEZE
PLCCEBHE SFENERILT MHEF LT =
L AFE=0), U4 2 Ok 8574 (FIGO 431 5 i
R  MYLIP mRNA Hl miR-542-3p % ik Kk F
g ARG HEAT Cox WU ZMHT . 458 Wos . itk I 45 5%
*&(HR:2.114,95%CI:1.129~3.958>\FIG() 53391
5*7]]a%(HR:2.224,95%CI:1.297~3.813)\mrﬁ
R E =>2/3 (HR = 3.297,95% CI: 1.357 ~
8.012) \MYLIP %3k (HR =1.972,95%CI : 1.565~
2.485) /& CC B EET- M fa ki A &R, miR-542-3p &
FIE(HR=0.517,95%CI:0.399~0.670) & CC &
HIET-HIRY IR (P<<0.05) . L% 6.

F6 ®ImCCEETFH Cox BIFSHH
Table 6 Cox regression analysis affecting the prognosis of CC patients

A S Tt 8 SE Wald X2 P HR 95%CI

%4 2% JE=1,%=0 0.305 0.221 1.908 0.167 1.357 0.880~2.093
MR BE=1.%=0 0.749 0.320 5.472 0.019 2.114 1.129~3.958
FIGO 41 Tali=1,Ta~1bMi= 0.799 0.275 8.448 0.004 2.224 1.297~3.813
TNM 43 T2aNOMO ] =1,T1aNOMO~TIbNOMO #i=0  1.053 0.339 9.653 0.002 2.867 1.475~5.572
B R IR >2/3=1,<<2/3=0 1.193 0.453 6.936 0.008 3.297 1.357~8.012
MYLIP mRNA mFRIk=1.kFiL=0 0.679 0.118 33.116  <C0.001 1.972 1.565~2.485
miR-542-3p k=1 KEE=0 —0.660 0.132 24,978  <<0.001 0.517 0.399~0.670

3 #tig 3.2 MYLIP #1 miR-542-3p £ A~ [5) B 8 B9 3%

3.1 CC AR RE BHAS W

VT A BFSE i GE, 2020 AE R ERE A B
56.7% MCC BET, H R ZHULETE K g E
KRG, TRk CC R A E R kR 1
B, ] R L K 95 3R OR K T 2R B R Y i I R AR £
fige e iy IR, DR R RO CCOHRE IR

A AL EE RS L TS RCR R HF ARG R

L BRI K 22 KR 2 B I O 0k = g .
i geg L A 5 RS L BB E TR 2 5 BROR R B IR
A A B R RN SR AR SR A IR YT CC W
F 5% O A5 45 K 3 Jie AR 1ML ¥ A 2 4 76 7 3 12 W I
TG VEAL E AT A R A, n SR AR B A N a7 A 4 L S
W RBUE R A D A 02 e CC ke 5 WU A
SR I AR AR AT M /T B iR CC Y G HE

60

ERIERA

MYLIP & — iz 2 3% 55 il , 0% B2 R 2 1 2 14
(low density lipoprotein receptor, LDLR) & H 3+ %2
8 ) PSR D 2 AL AR I g, MY LTP
132 B FNE X SZ BRI 23l iz R /8 g
i % 4 S P 3 LDLR 8 F%ﬁ@ﬂéﬁﬁﬂ:?ﬂiﬂﬁﬂa)ﬁ%z
YOIk AR B T 2 R OE R A AR BT AR ARk, B
I R 98 B9 AR R A MY LIP 75 fif 8 % J8 bl %
HEHERERZMEM ., AR, MYLIP i %35 50 il
Jits 68 20 B %) 15 5B RE ) AT A% MR, H 5 MYLIP i
Fik B E M L, MYLIP & 25 35 il 55 8 % W5 &
4 Zhao ST WFE K WY, MY LIP J& 7L R 9 40 i
RN RNA*19Ob75p(micro RNA-190b-5p, miR-
190b-5p) MY B H2 48 45, 38 22 F I8 miR-190b-5p A ¢
#E MYLIP i ik ﬂﬁ#ﬂl%ﬂzwﬁﬁsﬁﬁikﬁ%iz
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SRIMA WSS & BL. 6 CC & . MYLIP mRNA %

PR T, B CC i f/ RNA-802
FITHRESL A% . b I MU/ RNA-802 3 ik fig 1B 2 M 1
MYLIP ik, 8l CC Mg A=K, miR-542-3p J&
BRI —F microRNA 70, W55 &3, HAE 2 Fh
ST Th R AR IS, O AT AR Ay i g 4 i PR R Y 2 A
R T L G A B L A JE B L A0 4 5 S L R
FEINA miR-542-3p AJ (8 J& A& ok 45 Bl i AE 12 W AT
Jo i A ENY ) Zhang SV BF SR K OB b
miR-542-3p F& 3k 68 9 i J52 A S5 P B AR B0 S 45 A58 A
Hh e A Y A K, HLiE— 2P S0 R B, miR-542-3p

AT e A ) B0 S g 200 i 240 i R R A
D 14 A G 2R 3 L DB i 98 240 B ) 0 L DA T e 5

iR 2R Tﬁlﬁﬁi%‘z%,miR—SM—SpEﬂ%ﬂi'ﬁ‘rﬁx
45 B e b A WY R A L JF AR T8 A B 1) 9 R UF
A2

2 3% B I (integrin-linked kinase, ILK) 25 £
AL PR HE g g & S Ak, miR-542-3p X
B IR LI | G e S5 98 45 22 b v b R EL AT R
YEF H H BTA 5 HAE CC Al 235 i R il 40,

33ARMARER

TEAMFF . CC B MLH MYLIP mRNA Rk
KA 5 T CIN 4L RN B4, 55 Ni 25 BiF 58 45
BH, A EFSARGE  CC B N i Bt K T i ik s
5 CC# X REY AU 2 B, CC BH
I 3% Z 1% T K SF- TF m o #AR E B B ( phosphatidyl-
choline, PC) 45 i Jii 43 F /K V- BE AKX, I PC /K F- B
AT RE 2 i T CC 3 BOME R L oF i 5 Bk s
Mok £ Tt - N- R L 5 3% il 35 36 1 18 L T PC J2 IR 2% 2

PeE AT R 2 —, I HEN MYLIP &
F K A R /R IR A 2 R s AR

S CC AR LR A [ B A, i I e £ o 2 8
/g%ﬁHHWM%HE.ﬁiﬁmﬁﬁﬁﬁiﬁmé,J;frﬁ?fﬁiﬁz cC

HE— 5 &R, Ak, CC B I miR-542-3p
FEW T, 38 miR-542-3p W] fE7E CC & #
EFEEAEN, MYLIP J& miR-542-3p ff — > #8 3
A i MYLIP E kS ot R385 CC & %)
FOED . AHEgE 45 R th WX, MYLIP 5 miR-542-
3p ZIAAFAE$E ) 45 A v o5, BLAE CC B3 i 75
MYLIP mRNA 5 miR-542-3p 3 ik /K 77 75 1] &

61

B A O & R, B miR-542-3p T BB
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