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Visualization analysis of research hotspot on canine and
feline gut microbiota based on the Web of Science database

GAO Siyuan, CHEN Siyu, WANG Fan, XIA Zhaofei
(College of Veterinary Medicine, China Agricultural University, Beijing 100193, China)

Abstract To comprehensively and objectively analyze the development and hotspot of research on canine
and feline gut microbiota, this study used bibliometric methods to search for articles on canine and feline
gut microbiota in the Web of Science core database over the past 20 years. The software Citespace,
VOSviewer and Microsoft Excel were used to analyze the number of articles, publication time, publishing
countries and institutions, authors, journals, literature co-citation frequency, and keywords. The results
showed that: 1) A total of 413 papers on canine and feline gut microbiota were published in the past 20
years, and the number of publications showed an increasing trend year by year. 2) Texas A&M University
in the United States is the insititution with the most publications, forming the academic community with
Suchodolski and Swanson as the core members. PLOS ONE was the journal with the highest number of
publications. 3) The research hotspot can be divided into four main aspects: the impact of food
components on canine and feline gut microbiota, the impact of probiotics on canine and feline gut

microbiota, the correlation between diseases and disturbances in canine and feline gut microbiota, and the
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correlation between obesity and canine and feline gut microbiota. How food supplements can improve

canine and feline health by regulating gut microbiota is a focus of future research. In conclusion, research

on canine and feline gut microbiota has gradually garnered attention in recent years, providing important

scientific references for improving the health status and quality of life.
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The number of published studies on canine and feline gut microbiota from 2003 to 2023

YrEFe A w6 0) kSO 22 1 1 LR Hh Al
FHEBEORD . WA 2 Fr7R 44 sE B4 A& M R A
W RS EEM U SRR AL, BT
BT — 2 1 AR S5 , B 2 HUAE A A VRN
Dlo (AR, & SCREBZ R 2, T E RO RRA B
FAE R AN R i RS VI E AR R

¢National Institute of Animal Science

° glowa State University
- ® @7 ¢Ghent University

° . @University of llinois System

° ®
¢Free University of Bérlin
a -

Fay . ° e e@Texas A&M University System

)J/-hllsPe_tangntlon /S

® ‘“uColorado State UniversityUniverSity of Bologna
Kansas State University o™ _

«South China Agricuitural University

WRLUK- Research Libraries UK

.
® i(Colgate-Palmolive Company
4 ) Y

[ ]

«Chinese Academy of Agri

P — A5 AR — WL, 3 R I N S LR K SCRE B IE R OG5 s a8 LR AR ML 6] 1 5 1

A node represents an institution, the size of the node is positively correlated with the number of documents issued by the institution, and the

connection of the node represents the cooperation between the institutions.
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Fig. 2 The collaboration map of institutions in research on canine and feline gut microbiota
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A node represents an author, the darker the node color, the longer the publication time, and the node connection represents the cooperation

between authors.
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Fig. 3 The collaboration map of authors in research on canine and feline gut microbiota
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Table 1  Top 5 journals that have published the most studies on canine and feline gut microbiota
4 LRI 'S Vi JCR 73X S
Rank Journal Number of papers  JCR partition  Impact factor

1 PLOS ONE 38 Q2 3.752

2 Journal of Animal Science 30 Q1 3.338

3 Animals 28 Q1 3.231

4 Frontiers in Veterinary Science 20 Q1 3.471

5 Frontiers in Microbiology 17 Q1 6.064

F2 A7 IE B 0T 5T 254K 51 3TUK BT B A9 STk
Table 2 Top 5 literatures co-citation frequency for canine and feline gut microbiota
HEF A0 A H LEIEIRN
Sequence  Year Title Cited frequency
The role of the canine gut microbiome and metabolome in health and gastrointestinal
1 2020 ) 52
disease
Reproducible, interactive, scalable and extensible microbiome data science using
2 2019 40
QIIME 2

3 2018 Similarity of the dog and human gut microbiomes in gene content and response to diet 39

. 2017 A dysbiosis index to assess microbial changes in fecal samples of dogs with chronic -
inflammatory enteropathy )

_ 2017 Raw meat based diet influences faecal microbiome and end products of fermentation in ”
5 :
healthy dogs
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Fig. 4 Cooccurrence map of keywords in canine and feline gut microbiota
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Table 3 Keywords with the strongest citation bursts of canine and feline gut microbiota

KA A 5% PLAF 7% B 5 i i I AT 4R AR 9 KA BLIAL
Keyword Year Strength Begin End Sudden year chart
Gastrointestinal tract 2004 6.32 2004 2012 [r——
Clostridium perfringens 2007 3.57 2007 2014 —
Inflammatory bowel disease 2006 5.51 2008 2016 =3
Populations 2010 4.20 2010 2014 . m
16S ribosomal RNA 2010 4.17 2010 2017 -
Beagle dogs 2010 3.47 2010 2017 u =
Molecular phylogenetic characterization 2011 3.74 2011 2006 T -
Bacterial microbiota 2012 5.42 2012 2017 -
Healthy dogs 2006 4.42 2012 2018 ——
Bacterial 2013 3.74 2013 2019 pr—
Community 2009 4.30 2017 2019 —
Expression 2009 3.29 2020 2021 —
Health 2009 3.60 2021 2023 -
Supplementation 2012 3.35 2021 2023 N —
Pet food 2021 3.10 2021 2023 —

T« P 2T (0 X BER SC SR D BF S T I A AR R AR AN AR IR (O R AR 0y o

Note: The red sections in the table are the starting and ending years of the keyword as the research frontier, and the remaining years are in blue.
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