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Effects of fermented milk on liver lipid metabolism and
intestinal flora in obese mice

LI Haoxia', ZHANG Daoliang', XUE Zhilin', ZHANG Tianlin®>, FENG Shibin’,

ZHAO Chang', WANG Xichun', LI Yu"

(1. College of Animal Science and Technology, Anhui Agricultural University ,Hefei 230031, China;
2. College of Animal Science and Technology, Shandong Agricultural University, Tai’an 271000, China)

Abstract To analyze the effects of fermented milk on liver lipid metabolism and intestinal microbiota in
obese mice, sixty C57BL/6 mice were randomly divided into five groups: control group (CON) , model
group (MD), Yishanfu group (YG), low concentration fermented milk intervention group (LFG), and high
concentration fermented milk intervention group (HFG). After successful modeling of obesity, a 6-week
gastric lavage was performed. At the end of the experiment, the weight and length of the mice were
measured after fasting, the LEE’S index was calculated, the blood was collected for biochemical indicators
and pathological changes in liver tissue were observed, and cecal contents were obtained from mice for gut
microbiota sequencing. The results showed that : 1) Compared with CON, the body weight, LEE’S index,
ALT, and AST of MD mice were significantly increased (P<<0.01), indicating that the obesity model was
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successfully established. 2) Compared with MD, the body weight, LEE’S index, ALT, and TC of the

fermented milk intervention group mice were significantly reduced (P<<0.01), with AST and TG significantly

reduced (P<C0.05). At the same time, the fatty degeneration of liver tissue in the fermented milk and

Yishanfu group of mice was significantly improved, with almost no obvious fat vacuoles, indicating that

fermented milk can inhibit the weight gain of obese mice, and improve their liver lipid metabolism

function. 3) Compared with MD, the diversity level of intestinal microbiota in the intervention group of mice

showed a certain degree of recovery, especially in the Firmicutes and Bacteroidetes. It indicated that

fermented milk had a certain effect on the restoration of intestinal microbiota diversity in mice. In summary,

this study clarified that effects of fermented milk on liver lipid metabolism and intestinal flora in obese mice,

providing a theoretical basis for the development of functional fermented milk.
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Fig. 9 Composition and distribution of intestinal microorganisms at phylum level
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