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[ =] HH: FIHUPRNA-214-3p (miR-214-3p) FISH M zeste FE R4 38 7 AL R IHY 2 (EZH2)
Z IR DG Z , O I WX B S8 SKOV 343 58 . RZZ MM T m . 5k % A 0P EE SKOV3
AR J X BRZH . mimics BHPEXFIR (NC) 4. miR-214-3p mimics 20 . miR-214-3p mimics+ i3 % ik
NC (OE-NC) 41 fl miR-214-3p mimics+ i # ik EZH2 (OE-EZH2) 4. >k H 928 %¢ % & & PCR
(RT-qPCR) #: K 45 20 41 o miR-214-3p 1 EZH2 mRNA 357K, Western blotting 1 K 1l 4 2H 41
P EZH2 AR IEK V-, WS EZH2E AR (WT) sRZR (MT) it ik, 5 miR-214-3p
mimics 8¢ NC M5 e 52 203T 4, SR T XU 2 il i 155 5 A1 S5 36 A6 00 4% 200 40 P ¢ D 3R Mg v vk o SR T4
H R0 £ 8 (CCK-8) 1Kl 4% 20 40 M % ¥, Transwell /)N 28 52060 K6 I 4% 4112 22 40 M %, o =X 40 g
ARG ) 45 £E 200 J 0 T R A0 B R I A A . SR 5% 4L A mimics NC 41 b #¢, miR-214-3p mimics 41
Y miR-214-3p F kKW B IR (P<<0.05), EZH2 mRNA FIZE H # ik K B (P<<0.05).
5 miR-214-3p mimics £ FL %5, miR-214-3p mimics+ OE-EZH2 20 4} o miR-214-3p &35 7K - B f A%
(P<<0.05), EZH2 mRNA FI R KKFU R I & (P<<0.05). 5 pGL3-EZH2-WT+NC 4 K,
pGL3-EZH2-W T+ miR-214-3p mimics 209 562 G W] W B AIK (P<<0. 05) . 5 X BEZH Al mimics NC 41
Fe#, miR-214-3p mimics 20 41 1% v B B K (P<<0.05), RZBMME 88/ (P<<0.05), 40
TRULE TR (P<<0.05), ARG WA0H A 2R B ETH e (P<<0.05). 5 miR-214-3p mimics 21 It
5, miR-214-3p mimics+OE-EZH2 A 40 G A B T+ (P<<0.05), RZB4IIEEI B3 (P<<0.05),
A0 TR BREAE (P<<0.05). 518 miR-214-3p nl§L15 R EZH2 33k, M4 i oy £% SKOV 3
AR G B AN ZERE Ty, (RHEANAR YA T EZH2 3 kRSB miR-214-3p WM AR, #F — B ESE T
T A AT AR OC R
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Targeting relationship between miR-214-3p and EZH?2 and its
effects on proliferation, invasion, and apoptosis of ovarian
cancer SKOV3 cells

ZHAI Li', CHEN Meng®, LUO Jianbo', ZHANG Aili', WANG Liangxiao', WEI Ying', ZHANG Xi'
(1. Department of Medical Laboratory, Third Affiliated Hospital of Kunming Medical University,
Yunnan Cancer Hospital, Peking University Cancer Hospital Yunnan, Kunming 650118, China;
2. Department of Laboratory, Maternal and Child Health Service Center, Guandu District,
Kunming City, Yunnan Province, Kunming 650200, China)

ABSTRACT Objective: To discuss the targeting relationship between microRNA-214-3p (miR-214-3p)
and enhancer of zeste homolog 2 (EZH2), and to clarify its effects on the proliferation, invasion, and
apoptosis of ovarian cancer SKOV3 cells. Methods: The human ovarian cancer SKOV 3 cells were divided
into control group, mimics negative control (NC) group, miR-214-3p mimics group, miR-214-3p mimics—+
overexpression NC (OE-NC) group, and miR-214-3p mimics+overexpression EZH2 (OE-EZH2) group.
Real-time fluorescence quantitative PCR (RT-qPCR) method was used to detect the expression levels of
miR-214-3p and EZH2 mRNA in the cells in various groups; Western blotting method was used to detect
the expression levels of EZH2 protein in the cells in various groups. Reporter plasmids containing wild-type
(WT) or mutant-type (MT) EZH2 were constructed and co-transfected with miR-214-3p mimics or NC
into the 293T cells, and the dual-luciferase reporter gene assay was used to detect the luciferase activities of
the cells in various groups. Cell counting kit-8 (CCK-8) method was used to detect the activities of the cells
in various groups; Transwell chamber assay was used to detect the numbers of invasion cells in various
groups; flow cytometry was used to detect the apoptotic rates and cell cycle distribution of the cells in
various groups. Results: Compared with control group and mimics NC group, the expression level of
miR-214-3p in the cells in miR-214-3p mimics group was significantly increased (P<Z0.05) , and the
expression levels of EZH2 mRNA and protein were significantly decreased (P<C0.05). Compared with
miR-214-3p mimics group, the expression level of miR-214-3p in the cells in miR-214-3p mimics+OE-EZH2
group was significantly decreased (P<C0.05), and the expression levels of EZH2 mRNA and protein were
significantly increased (P<C0.05). Compared with pGL3-EZH2-WT+NC group, the luciferase activity
in the cells in pGL3-EZH2-WT+miR-214-3p mimics group was significantly decreased (P<C0.05).
Compared with control group and mimics NC group, the activity of the cells in miR-214-3p mimics group
was significantly decreased (P<C0.05) , the number of invasion cells was significantly decreased (P<C
0.05), the apoptotic rate was significantly increased (P<C0.05), and the percentage of the cells at G, phase
was significantly increased (P<C0.05). Compared with miR-214-3p mimics group, the activity of the cells
in miR-214-3p mimics+OE-EZH2 group was significantly increased (P<C0.05) , the number of invasion
cells was significantly increased (P<C0.05), and the apoptotic rate was significantly decreased (P<C0.05).
Conclusion: miR-214-3p can down-regulate EZHZ2 expression by targeting it, thereby inhibiting the
proliferation and invasion abilities and promoting the apoptosis of ovarian cancer SKOV3 cells.
Overexpression of EZHZ can antagonize the tumor-suppressive effect of miR-214-3p, further confirming the
targeting regulatory relationship between them.

KEYWORDS MicroRNA-214-3p; Enhancer of zeste homolog 2; Ovarian neoplasm; Cell proliferation;

Cell invasion; Cell migration
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2021 4F 4 BRJERE GE VT AUOHE R - O 1 AR B
FESR 0 2 20 7 ) . 2023 4F P IR E B BoR . K
B A P A B R e R b, B R RO R A
&, BTTREBSE 4 ZBIR R IR R, =
ARG S FB, W%, M/NRNA-214-3p
(microRNA-214-3p, miR-214-3p) J&H M sh ¥ 4%
S miRNA, 7 F DNM3 3R 14 5 N & 7 X
B, S5 MR A GG . (228 . 40 A
ToEEPERE L G zeste FE PR B R T N SR PR 2
(enhancer of zeste homologue 2, EZH2) ZZHEH
AR B, T A S 2 A A8 A o A
Tk, AEAESMESAEK . BT, miR-214-3p
5 EZH2 2 [a] i §E 1) P95 06 3 0 AN B o A IR ST R
W miR-214-3p 5 EZH2 WHE M DG &, S H X O 89
SKOV3 4348 . RZ2 M T2 m, LU o
HR YT IR TE D A

1 MR57FE

L1 fmpe £2XAAHE DN EESKOVI Y
JL AT 293T 40 i W 1 3305 v 38 AE fn B A
FRA ) o miR-214-3p B HAS LY i ki miR-214-3p
mimics B )N B8 AE W R A BR 2w B A . A
IRAARE o B A% R B5 35 23 (Dulbecco’ s modified
eagle medium, DMEM) #lfi 4= 1L iE W A € H
Gibco 2~ Fl, Lipofectamine™ 3000 %% YL i 77 Wy H &
Invitrogen 2 #], EZH2 & % ik i k. (OE-
EZH2) . EZH2 ¥ AR (wild type, WT) FHIz 4
Al (mutant type, MT) %¢% % B iz 15 % P RL
Vg B ¢ S 3R Wl A A S R SR B R W AR M R A
FRLZAS m) A A, XU O 3% Tl 5 i PR A T ) & 0 |
% B MedChemExpress 24 ], BB 1V -5 61 5
iz 2¢ 6 R /ML AL N BE  (fluorescein  isothiocyanate/
propidium iodide, FITC/PI) 4 L 98 1= K il i 551 &
W E LR YRR R A A . g RO
# £ 8 (cell counting kit-8, CCK-8) 74 F 4 {~
e (Big) ARAF, Transwell /N E 1 H
% [E Corning A ], EZH2 Hui& M [ Jb 57 14 5 4 &
WHARA R AR (EFHMREE N 1:2 000), bt H il
fE -3 - IR W A [ (glyceraldehyde-3-phosphate
dehydrogenase, GAPDH) $HuiRlg A I i 3L b I 4y
B R A R /] (ff FHYEEE R 1:1°000) , BAR &
AW (horseradish peroxidase, HRP) #ric 1l
F e B 1gG ML e 1gG ¥ A 3 [ Cell Signaling
Technology 24 w] (ffi J #& B 35 25 1:2 000) .

LightCycler® 96 #I 52 i} ¢ ) % & PCR (real-time
fluorescence quantitative PCR, RT-qPCR) X4 H
it Roche A A, Implen # i & 43 6 6 BE 1Tl H £l
[& Implen 7 @, Novocyte 2060R i =X 41 i 1% 4 A
TR R EWAHRAF
1.2 @miesafest® O SKOV3 41 # Fh &
96 L 20 it 55 3= M, 5 SR A R 2 50 % BE, SR
Lipofectamine™ 3000 #F 47 % 4y . 4 240 M 47 5 41 -
O XL, 20 B A e G AT A B ;. @ mimics B HEXF
& (negative control, NC) 41, #iu%% 4t miR-214-3p
NC i ¥i; @ miR-214-3p mimics 21, 40 1 5% 4
miR-214-3p mimics Jli ki ; @ miR-214-3p mimics—+
it # ik NC (over-expression negative
OE-NC) #H, 4 Mg 3t % 4 miR-214-3p mimics F
OE-NC fiki; @miR-214-3p mimics+OE-EZH24H,
H#E Yt miR-214-3p mimics Al OE-EZH2 it ki . 4% 8
IR G gl AR R R, AL JSORE B A 500 ng,
RS Rk SR 3%
1.3 RT-qPCR i # @ &4 SKOV3 %8 & ¥ miR-
214-3p A= EZH2 mRNA kA K+ WAEK AN,
fifi F§ TRIzol ik 7 $2 B & RNA. % A Bulge-Loop
miRNA RT-qPCR Starter Kit 5¢ Ji miR-214-3p 1% %
KM RT-qPCR A M o 52 B A& 44 2 95 °C it A%
10 min; 95 “CAEPE2s, 60 ‘CiB k20 s, 75 “CHEfi
10s, FHA0MEHR . LIUCHNS, RH 2
THE K A b miR-214-3p 238K F

W EE A AL AN, fi ] T RIzol i 57 $2 UM RNA
K H FastKing RT Kit (&3 H 41 DNA 2 &)
EZH2 RNA i ¥ 5% 2% ¢cDNA, 3k /] Taq Pro
Universal SYBR qPCR Master Mix i 7| & ik 17
RT-qPCREZM . 51#)F75): EZH2F, 5-AAGAA-
GAAGAAGAGAAGAA-3', EZH2 R, 5-ATAG-
TAAGTGCCAATGAG-3'; GAPDH F, 5-TTG-
CCCTCAACGACCACTTT-3, GAPDH R, 5-
TGGTCCAGGGGTCTTACTCC-3', [ I £ 14 )
Fo BNGAPDH N Z, R 2 kit B &AM
Jfirh EZH2 mRNA 235K F
1.4 Western blotting # # %] & 48 SKOV3 %8 & ¥
EZH2% G & A& KT WEER LR 1Y 4 20 SKOV3 4
FEL L A TR A S R 4 I M e B O VE 43 BT 9%
1 ¥ (radioimmunoprecipitation assay buffer, RIPA)
SURARAE, SR IMPLEN #8 i 20606 B2 3 & &
FICRE . REMh 2 1290 + — he L 0 1R 0 - 588 T4 04 I

control,
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#E B K (sodium dodecyl sulfate-polyacrylamide
gel electrophoresis, SDS-PAGE) &5, HEE
Rl 3 LM (polyvinylidene fluoride, PVDF) JE,
5% 4 1MiE A E A (bovine serum albumin, BSA)
FRE A 2 h, DIBHBr RS RS G i m AR
L EZH2(1:2 000 # B ) f gt GAPDH(1:1 000),
4CME K. WIEE, InA HRPARIC AL R 1gG
HioIgG (1:2000), ZFiREMEH 2 ho ARG AL
%% (enhanced chemiluminescence, ECL) TA/EK
B A% . R Image T M 45 41 H B & A %
WREEAE, LLGAPDH AN Z:, HHE HREHRIL
Ko BB A RIKKE=H W& &0 K EAE/
GAPDH % 1 47 K BEAH

1.5 miR-214-3p e B M K] TargetScan ¥
Wi PE (RRAS 7.2, http://www. targetscan. org/vert_
T2/)TEL T T B, L miR-214-3p J A ) X 4,
Xof L 7k A L PR R AT S 43 AT

1.6 MEAEBHBBRELREZBAEMN mR-214-3p 5
EZH2 Wy 3e @ % & A H EZH2 B A= A9 3" 3k B0 9%
X (3"-untranslated region, 3-UTR) (EZH2-3-
UTRWT) %A 3-UTR (EZH2-3-UTR MT)
PG R WA A ik A FORE o B 293 41 g # A 2 96 fL
Yl K5 FE M, BE ML A pGL3-EZH2-WT +NC 4
( 3L # Yt miR-214-3p NC Ml EZH2-3-UTR WT) .
pGL3-EZH2-W T +miR-214-3p mimics 41 (5 §x
miR-214-3p mimics Ml EZH2-3-UTR WT) .
pGL3-EZH2-MT+NC 4 (35 e miR-214-3p NC
M EZH2-3-UTR MT) X pGL3-EZH2-MT + miR-
214-3p mimics 41 ( 3L % Y miR-214-3p mimics Al
EZH2-3-UTR MT). #%&n ity )s, £A40F
37°C. 5% COMEF 48 he WMFrKEFR AL, N ABERR L
Z i (phosphate buffered saline, PBS) P& 31K,
BALINA 100 pL 41 2 MR 22 vh iR, IR R F
15 min, HBAMBEEOE, 4°C. 12000 r-min '
B0 10 min, B _E3E 20 pll 2 60 R 55 IS A A
il X ¢ ' 26 M4 15 56 PG U R & L A LAR o
A 100 pll 8 K RSO 2 B TAEW, T B br Y
I A TG R B, DLE k HBE Ol 5 AR R
KRB EBIEYE (Luc); FEINA 100 pl ifg 5 %
G F R T AR, W O R B, LA R
S A RIG E PO R G (rLuc), THEZOL
RGN . PEE RGP ={Luc/rLuc,

1.7 CCK-8:#n &4 SKOV3 & IiE

Y5 45 41 SKOV3 4l i I 31 505, 4% B 1L 3 X 10%4
2 i 1 % BE AN T 96 FL AN M BE SR Al b, REAL A
100 pL S8 215 Fdk . B 3N E L. ¥ 20 bh 5%
WE T 37°C. 5% COJEFEHPREFE48 h, BILEH
FEMA 10 pl CCK-8 I, JFIXEA T AMMAYZ A
XFHRFL (5 S5 A RS 25 B R CCK-8 I i ) o M Bs
FEAMBC I B SRR, BOLIEE 2 he R AR T
450 nm PR AN E A LR E (A) fH, A4
WPk dfiGrE= (LRI AM—FHLAME) /
(X B A — = HfLAE) X100% .

1.8 Transwell ¥ ZBn L MBF £ mied IR
LR, PR E 1<10°mL ', 100 pl
40 M B W 4% Fh T Transwell-Matrigel /N & | %,
37 CHREFAEME 48 he HWUR/NE, W T LMWK,
B 200 pL 4% Z2 5 W 52 0 18 %€ 30 min. A &
i, HIARZEIE L Matrigel JET RS, #F/N=E T 500 pL
g A, ER YA 15 min, PBS &R L
V3. TRMEE T UEIF M, R A Image T4
PRGETT 45 247 22 Al L 5K

1.9 AXmeAtnsampd=t IELA
Y, A 0.25% JEEEIH AL 1~2 min, fIIA0.5mL
SEAE SR A LW, B E 1.5 mL B O A,
1 000 r-min ' #.0> 3 min, 7 ¥, PBS &bl vk
BB L, WAL . fn A 400 pL Binding
Buffer Fa A0 M . R R Gy (445 F1 B0 gLt IS AN,
BIMA S pL FITC YR A 10 pl. PTY R, BEOCHEFH
15 mine R I 2K 20 ML A0 AG: D 2% 2 48 Jf 0 T 4% 20
TP TR, ARFTE= (FT 40/ 8
Yf%L) X 100% .

1.10 # X K0 & 2R F @ ke A A SKOV3
mILE o & WCESASA UM, A 0. 25% JE R H
{6 1~2 min, JTA 0.5 mL 58 4> 3% 35 2L 2 kW k.
1000 r*min '"&.> 5 min, # LiE, Wik PBS &
WVE G RO, R, A 1 mL B
0% OB, BFIRE, 4 CEERR. 1000 r-min'
B 5min, FF LW, WA PBSZZ iR vk a0 I
M. AIA 0.5 mL PIZLa (1 mL Yo 2% mh i
Wiy 25 ul PIAEAZ RN 20 pl & W BRI A) , R
RA), EEAYNM, 37 CltEA 30 min, R
£ A ARG TN 5 2L S ) 248 6L P 300 SKOV 3 4l L 7 43
1.11 %% %54 K SPSS 23.0 fil GraphPad
Prism 10. 08K F AT G 1124500 o 45 4 4B miR-
214-3p M EZH2 mRNA KRB KT SOLERE
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SRS R N . U 1 I U5 YN N |
21 M R A SKOV 3 4 i i /- BRI FF A IES i, L
rEsFoR, LA AREAR BB B R F BRI R 5 22 5%
BT, 4 T0)FE A 35 5500 6 L 35 R FH SNK-g K 56 . DA
P<<0.05 A S HAGITFE X,

2 7 B

2.1 Z#ASKOV3@i¥ miR-214-3pFEZH2mRNA
RBEARF 5N R4 M mimics NC 41 FL %, miR-
214-3p mimics 2 4 Ml o miR-214-3p 32 35 7K - W i
T (P<<0.05), FW miR-214-3p it Fk M H W2
5 miR-214-3p mimics 4H L4, miR-214-3p mimics+

-

0.0107
0.008
0.006
0.004
0.002

miR-214-3p mRNA

Expression level of

OE-EZH2 4 40 g o miR-214-3p 3¢ 1% /K F- B i [ A%
(P<<0.05). 5 %} B 2 F1 mimics NC 41 Fe ¢, miR-
214-3p mimics 41 40 }fd 7 EZH2 mRNA B & F# {1
(P<<0.05) . 5 miR-214-3p mimics 4 L 3, miR-
214-3p mimics+OE-EZH2 41 40 Jfl th EZH2 mRNA
FRKFH BT (P<0.05). WK1,

2.2 %4 SKOV3@mie+ EZH2E G REAKFE 5
XT HEZH A1 mimics NC 20 4, miR-214-3p mimics 21
Y rh EZH2 8 1 R kK P B B AR (P<<0.05) .
5 miR-214-3p mimics 2 [ AL, miR-214-3p mimics+
OE-EZH2 4 4 jfl h EZH2 &5 1 & 3k K - 1 & T+ 5
(P<<0.05), WK 2,

DO =~ O 0
LI B |

EZH2 mRNA

Expression level of

A:MiR-214-3p mRNA; B: EZH2 mRNA. "P<C0.05 vs control group; “P<0.05 vs mimics NC group; “P<C0.05 vs miR-214-3p mimics

group.

K1 K4 SKOV3IHMH miR-214-3p 1 EZH2 mRNA F3ikKF
Fig. 1 Expression levels of miR-214-3p and EZH2 mRNA in SKOV3 cells in various groups

2.3 miR-214-3p %2 % B M Al F= miR-214-3p 5
EZH2$eép % R % WL B8 miR-214-3p
WAL EZH2 1 3-UTR %5 161~168 i ¥ 51, 2
N EZH2 5 miR-214-3p e BE§E 3L A . ULIEI 3. W2
R M A B S A5 R Won . 5 pGL3-EZH2-
WT-+NCH(0.83+0. 03) b4z, pGL3-EZH2-W T+
miR-214-3p mimics 41 4 A 5% 5 & 1% ¥k (0. 63+
0.07) BB AL (P<<0.05), pGL3-EZH2-MT+
miR-214-3p mimics 4 (0.82 £ 0.01) #l pGL3-
EZH2-MT-+NC 4 (0.8440.04) 4 ifg %¢ 5t & i
W 2ZE R LG FE XL (P>0.05),

2.4 ZMSKOV3@mpeEwW 5% M4 A mimics
NC 241 4, miR-214-3p mimics 25 41 i 3% 74 B G j%
fit (P<<0.05); 5 miR-214-3p mimics 41 & %%,

miR-214-3p mimics+OE-EZH2 41 40 it % £ B & T+
F(P<<0.05), W#EI1,

2.5 %4 SKOV3 @ M1z £ % 5 X 4
(104. 004~=£8. 544) Fmimics NCZH (102. 004>+
3.614) HE, miR-214-3p mimics 2 1% 78 40 fE %L
(41.33 4> £4.044) BB (P<0.05) . 5
miR-214-3p mimic 20 (41. 33 £4.044) Hl miR-
214-3p mimics+OE-NC 4 (36.67 4~ £4.16 1) It
', miR-214-3p mimics+OE-EZH2 41 1% 7% 4l i %1
(104. 704~+6. 114~) B B3 (P<<0. 05). WLl 4.
2.6 ZMSKOV3@mmATHE SXFIEA6.57% +
0.19%) F1 mimics NC 41 (7.15%£0.90%) ¢,
miR-214-3p mimics 241 240 M #4 1242 (9. 4426 £0.79%)
B & 7t & (P<<0.05). 5 miR-214-3p mimics 41
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Lane 1: Control group; Lane 2: Mimics NC group; Lane 3: MiR-214-3p mimics group; Lane 4: MiR-214-3p mimics+OE-NC group;
Lane 5: MiR-214-3p mimics+OE-EZH2 group. "P<C0.05 vs control group; “P<C0.05 vs mimics NC group; “P<C0.05 vs miR-214-3p

mimics group.

B2 F4SKOV3I4H+ EZH2 EHRBARKEA)MEAE(B)
Fig. 2 Electrophoregram(A) and histogram(B) of expressions of EZH2 protein in SKOV 3 cells in various groups

MiR-214-3p mature sequence

161-168 of EZH2

3. UGACGGACAGACACGGACGACA...5'

[
5'.UAUUGCCU-UCU - CACCAGCUGC...3'

B3 miR-214-3p 5 EZH2 I 55-& 4 /5
Fig. 3 Predicted binding site of miR-214-3p and EZH?2

#1 &4 SKOV3 sk
Tab.1 Activities of SKOV3 cells in various groups

(n=3, xts, 9/%)

Group Activity
Control 98.16+4.27
Mimics NC 97.78£1.70

MiR-214-3p mimics
MiR-214-3p mimics+OE-NC
MiR-214-3p mimics+OE-EZH2

66.974+2.05"
65.94-+5.92
107.56+2.58*

"P<20.05 ws control group; “P<C0.05 vs mimics NC group; “P<C

0.05 vs miR-214-3p mimics group.

(9.44% 0. 79%)FImiR-214-3p mimics+ OE-NC4H
(9.42%+1.25%) L%, miR-214-3p mimics+OE-
EZH2 A T2 % (5.42% +0.28%) B i [ A
(P<<0.05), WL 5.

2.7 BARRA@BEAHSKOVImEE £ it
M4 A1 mimics NC 41 [ 48, miR-214-3p mimics 41
G I SKOV3 4l A 4% W 7t (P<<0.05), S
G SKOV3 4L A /3% 22 RS #E L (P>
0.05). 5 miR-214-3p mimics 4 L, miR-214-3p
mimics+OE-EZH2 41 4 41 Jfd J& 1] SKOV 3 48 Jfd 7 53
REJ LGB X (P>0.05), WE6ME?2,

A': Control group; B: Mimics NC group; C: MiR-214-3p mimics group; D: MiR-214-3p mimics+ OE-NC group; E: MiR-214-3p mimics+

OE-EZH2 group.

F4 KHSKOV3HRBREBAM(LRHE, <100)

Fig. 4

Invasion of SKOV3 cells in various groups (Crystal violet, X 100)
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107 T2 Q2-2 10 Q2-1 Q2-2
10.84% L 3.46% 1047% 363%
109
= T
S S
5 £ 10° |
=%} =%}
10*
2-3 Q2-4
01 193.31% 2.59%
103.4 103 106 107.4
FITC-H
A B
7.3 7.3 7.3
10" 7o Q22 10" Taa Q22 10™ Taq Q22
10.28% C. L 351% 10.48% . 3.46% 10.34% . 230%
6 6 J
3 3 3]
5 10° 5 10° 4 5
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Fig.5 Apoptosis of SKOV3 cells in various groups detected by flow cytometry
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A':Control group; B:Mimics NC group; C:MiR-214-3p mimics group; D:MiR-214-3p mimics+ OE-NC group; E:MiR-214-3p mimics+
OE-EZH2 group.
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Fig. 6 Cycle distribution of SKOV3 cells in various groups
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Tab.2 Percentages of SKOV3 cells at different cell cycles in various groups

(n=3, zts, /%)

Group G, phase S phase G, phase

Control 46.7940.98 18.35+5.18 20.32+1.38

Mimics NC 47.9340.70 17.264+5.33 18.01+3.64
MiR-214-3p mimics 54.8840.53"" 14.22+0.45 17.2842.05
MiR-214-3p mimics+OE-NC 56.90+4.36 13.85+0.32 16.93+3.53
MiR-214-3p mimics+OE-EZH2 41.764+5.27 19.21+£5.91 19.30+£0.30

"P<C0.05 ws control group; “P<C0.05 vs mimic NC group.
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