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Table S1
The characteristics of all 53 lung cancer patients.
	[bookmark: _Hlk78877999]Patient No.
	Variable No.

	
	1
	2
	3
	4
	5
	6
	7
	8
	9
	10
	11
	12
	13
	14
	15
	16
	17
	18

	1
	0
	51
	4
	0
	0
	4
	3
	1
	4
	1
	5
	1
	1
	5
	0
	3
	1
	1

	2
	1
	58
	1
	1
	2
	4
	3
	1
	4
	0
	3
	1
	1
	4
	0
	4
	1
	1

	3
	0
	68
	3
	0
	0
	3
	3
	1
	4
	1
	1
	0
	0
	6
	0
	0
	1
	0

	4
	0
	75
	3
	0
	0
	3
	1
	1
	4
	1
	1
	1
	1
	3
	0
	2
	1
	0

	5
	0
	64
	2
	0
	0
	2
	2
	1
	4
	0
	1
	1
	1
	3
	0
	4
	1
	0

	6
	0
	68
	2
	0
	0
	4
	0
	1
	4
	1
	2
	0
	0
	6
	0
	0
	1
	0

	7
	0
	69
	4
	0
	0
	4
	3
	1
	4
	1
	3
	1
	1
	1
	0
	3
	1
	0

	8
	0
	69
	2
	0
	0
	1
	3
	1
	4
	0
	1
	1
	0
	6
	1
	4
	1
	0

	9
	0
	63
	4
	0
	0
	4
	3
	0
	3
	1
	0
	1
	1
	1
	0
	1
	1
	0

	10
	0
	63
	2
	0
	0
	4
	3
	1
	4
	1
	1
	0
	0
	6
	0
	0
	1
	0

	11
	0
	70
	2
	0
	0
	4
	3
	0
	3
	1
	0
	0
	0
	6
	0
	0
	1
	0

	12
	0
	65
	1
	0
	0
	3
	2
	0
	3
	1
	0
	1
	1
	4
	0
	3
	1
	0

	13
	1
	50
	1
	0
	1
	4
	3
	1
	4
	0
	1
	1
	0
	6
	1
	4
	1
	1

	14
	0
	69
	3
	0
	0
	3
	3
	0
	3
	1
	0
	1
	1
	1
	0
	3
	2
	0

	15
	1
	74
	3
	1
	2
	4
	2
	1
	4
	0
	1
	1
	0
	6
	0
	4
	1
	1

	16
	0
	70
	3
	0
	0
	4
	3
	0
	3
	1
	0
	1
	1
	5
	0
	4
	1
	0

	17
	0
	64
	2
	0
	0
	1
	3
	1
	4
	1
	1
	1
	1
	2
	0
	4
	2
	0

	18
	0
	69
	4
	0
	0
	3
	3
	1
	4
	1
	1
	1
	1
	5
	0
	4
	1
	0

	19
	0
	68
	4
	0
	0
	3
	3
	1
	4
	1
	2
	1
	1
	5
	0
	4
	1
	0

	20
	0
	59
	4
	0
	0
	4
	3
	0
	3
	1
	0
	0
	0
	6
	0
	0
	1
	0

	21
	0
	77
	1
	1
	1
	4
	3
	1
	4
	0
	4
	1
	0
	6
	1
	4
	1
	1

	22
	1
	51
	3
	1
	1
	2
	2
	1
	4
	0
	1
	1
	0
	6
	1
	4
	1
	1

	23
	0
	68
	4
	0
	0
	3
	2
	0
	3
	1
	0
	0
	0
	6
	0
	0
	1
	0

	24
	0
	54
	4
	0
	0
	4
	1
	1
	4
	1
	1
	1
	1
	1
	0
	4
	1
	0

	25
	1
	50
	1
	0
	0
	4
	2
	1
	4
	0
	2
	1
	1
	5
	0
	4
	1
	0

	26
	0
	76
	1
	0
	0
	4
	3
	1
	4
	1
	1
	1
	0
	6
	1
	4
	1
	0

	27
	0
	58
	3
	1
	1
	3
	3
	1
	4
	1
	2
	1
	1
	2
	0
	4
	1
	0

	28
	0
	67
	1
	0
	0
	3
	2
	1
	4
	1
	1
	1
	1
	4
	0
	3
	1
	0

	29
	0
	72
	3
	1
	1
	4
	3
	0
	3
	1
	0
	1
	0
	6
	1
	4
	1
	1

	30
	0
	65
	3
	0
	0
	2
	3
	1
	4
	1
	1
	0
	0
	6
	0
	0
	1
	0

	31
	1
	52
	1
	1
	1
	4
	2
	1
	4
	0
	1
	1
	0
	6
	0
	4
	3
	1

	32
	0
	67
	4
	0
	0
	4
	3
	1
	4
	1
	1
	1
	1
	5
	0
	4
	1
	0

	33
	0
	73
	2
	0
	0
	1
	0
	0
	1
	1
	0
	1
	1
	2
	0
	4
	1
	0

	34
	0
	70
	1
	0
	0
	2
	0
	1
	4
	0
	1
	0
	0
	6
	0
	0
	1
	0

	35
	1
	62
	1
	1
	1
	4
	2
	1
	4
	0
	2
	0
	0
	6
	0
	0
	3
	1

	36
	0
	66
	1
	1
	2
	4
	0
	1
	4
	0
	1
	0
	0
	6
	0
	0
	3
	1

	37
	0
	66
	4
	0
	0
	2
	3
	1
	4
	1
	3
	1
	1
	1
	0
	4
	1
	0

	38
	0
	69
	3
	0
	0
	3
	2
	1
	4
	0
	3
	1
	1
	2
	0
	4
	1
	0

	39
	0
	66
	3
	0
	0
	4
	1
	1
	1
	0
	1
	0
	0
	6
	0
	0
	1
	0

	40
	0
	75
	2
	0
	0
	4
	0
	1
	4
	1
	3
	1
	1
	2
	0
	4
	1
	0

	41
	1
	63
	3
	0
	0
	3
	2
	0
	3
	0
	0
	1
	1
	2
	0
	4
	1
	0

	42
	0
	65
	2
	0
	0
	2
	2
	1
	4
	1
	2
	1
	1
	2
	0
	4
	1
	0

	43
	0
	74
	3
	0
	0
	2
	0
	0
	1
	1
	0
	0
	0
	6
	0
	0
	1
	0

	44
	0
	44
	1
	1
	1
	4
	3
	1
	4
	0
	2
	1
	0
	6
	1
	4
	1
	1

	45
	0
	67
	4
	0
	0
	4
	3
	1
	4
	0
	3
	0
	0
	6
	0
	0
	1
	0

	46
	0
	60
	1
	0
	0
	2
	2
	0
	3
	1
	0
	1
	1
	2
	0
	4
	1
	0

	47
	0
	50
	3
	0
	0
	2
	3
	0
	3
	1
	0
	0
	0
	6
	0
	0
	1
	0

	48
	0
	49
	1
	0
	0
	4
	3
	1
	4
	1
	5
	1
	0
	6
	1
	1
	1
	0

	49
	0
	57
	4
	0
	0
	2
	3
	1
	4
	1
	1
	1
	1
	1
	0
	1
	1
	0

	50
	0
	54
	3
	0
	0
	4
	2
	0
	3
	0
	0
	1
	1
	5
	0
	2
	1
	0

	51
	1
	70
	3
	0
	0
	4
	1
	1
	4
	0
	1
	1
	1
	3
	0
	4
	1
	0

	52
	0
	62
	4
	0
	0
	4
	2
	1
	4
	0
	4
	1
	1
	1
	0
	4
	1
	0

	53
	0
	77
	1
	0
	0
	3
	2
	1
	4
	0
	1
	1
	1
	4
	0
	2
	1
	0


The corresponding characteristics of variable No. were presented in Table S2

Table S2
The corresponding characteristics of variable No. of Tables S1 and S3.
	Variables
	Corresponding characteristics

	1
	Gender (0: male, 1: female)

	2
	Age (years)

	3
	Pathology (1: ADC, 2: SCC, 3: other NSCLC, 4: SCLC)

	4
	EGFR mutation (0: no, 1: yes)

	5
	The number of driver gene mutations

	6
	T-stage

	7
	N-stage

	8
	M-stage

	9
	TNM-stage

	10
	Smoking status (0: no, 1: yes)

	11
	Number distant metastatic sites

	12
	Prior therapy (0: no, 1: yes)

	13
	Prior chemotherapy (0: no, 1: yes)

	14
	The type of prior chemotherapy (1: EC, 2: GC, 3: LC, 4: AC, 5: others, 6: none)

	15
	Prior TKIs therapy (0: no, 1: yes)

	16
	Curative effect of prior therapy (0: no prior therapy, 1: PR, 2: PD, 3: SD, 4: not evaluated)

	17
	Source (1: CT-PLB, 2: LBN, 3: thoracentesis)

	18
	Matching of driver genes between PDX models and parental tumors (0: yes, 1: no)


SCC: squamous cell carcinomas; ADC: adenocarcinomas; EC: etoposide and carboplatin; GC: gemcitabine and cisplatin; AC: pemetrexed and carboplatin; PR: partial response; PD: progressive disease; SD: stable disease; TNM: tumor-node-metastasis; TKI: tyrosine kinase inhibitor.

Table S3
Ten samples with non-matching genotypes which were generated by synthetic minority over-sampling technique (SMOTE).
	Patient No.
	Variable No.

	
	1
	2
	3
	4
	5
	6
	7
	8
	9
	10
	11
	12
	13
	14
	15
	16
	17
	18

	1
	1
	57
	1
	1
	2
	4
	3
	1
	4
	0
	3
	1
	1
	4
	0
	4
	1
	1

	2
	1
	51
	2
	1
	1
	4
	3
	1
	4
	0
	2
	1
	0
	6
	0
	4
	1
	1

	3
	1
	71
	2
	1
	2
	4
	2
	1
	4
	0
	1
	1
	0
	6
	1
	4
	1
	1

	4
	0
	74
	1
	1
	1
	4
	3
	1
	4
	0
	3
	1
	0
	6
	1
	4
	1
	1

	5
	1
	56
	1
	1
	1
	4
	3
	1
	4
	0
	3
	1
	1
	5
	0
	4
	1
	1

	6
	1
	51
	2
	1
	1
	3
	2
	1
	4
	0
	2
	1
	0
	6
	1
	4
	1
	1

	7
	1
	60
	2
	1
	1
	4
	2
	1
	4
	0
	1
	1
	0
	6
	0
	3
	1
	1

	8
	0
	72
	3
	1
	1
	4
	3
	0
	3
	1
	0
	1
	0
	6
	1
	4
	1
	1

	9
	1
	56
	1
	1
	2
	4
	3
	1
	4
	0
	3
	1
	1
	5
	0
	4
	1
	1

	10
	0
	46
	1
	1
	1
	4
	3
	1
	4
	0
	2
	1
	0
	6
	1
	4
	1
	1


The corresponding characteristics of variable No. were presented in Table S2. 
