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Serum miR-205,miR-23b,and miR-25 levels in patients with sepsis and
their correlation with prognosis

ZHANG Min,ZHANG Wenyu, TIAN Jingjing, GUO Meiqi, CHANG Hairong
(Department of Critical Care Medicine , Hengshui People’s Hospital , Hengshui 053000, China)

Abstract Objective To analyze the changes in serum miR-205, miR-23b and miR-25 levels and their correlation with the prognosis
of patients with different severities of sepsis. Methods A retrospective study was conducted in 86 patients with sepsis admitted to our
hospital between September 2021 and September 2023. Based on the severity of illness, patients were divided into mild (52 cases) and
severe (34 cases) groups. Eighty healthy individuals undergoing medical check-ups during the same period were selected as controls. The
patients were followed-up for 28 days and were then categorized into a survival group (68 patients) and a death group (18 patients). Real-
time polymerase chain reaction was used to detect the serum miR-205,miR-23b, and miR-25 levels in patients and analyze their corre-
lation with prognosis. Multivariate Cox regression analysis was used to analyze the risk factors affecting patient prognosis. The diagnostic
value of serum miR-205,miR-23b,and miR-25 levels in assessing sepsis and their predictive value for prognosis were analyzed using
receiver operating characteristic curves. Results  Serum miR-205,miR-23b, and miR-25 levels were significantly lower in the two groups
of patients with sepsis than in the control group (P < 0.05), and were significantly higher in the survival group than in the death group (P <
0.05). Their levels negatively correlated with prognosis. Heart rate and APACHE Il score were risk factors for a poor prognosis of patients
with sepsis, whereas high serum miR-205, miR-23b, and miR-25 levels were protective factors (P < 0.05). The areas under the curve (AUC)
for individual serum miR-205,miR-23b,and miR-25 levels and their combination to assess sepsis were 0.794,0.786,0.768 ,and 0.926,
respectively. The AUC for predicting poor prognosis for patients were 0.776,0.762,0.797,and 0.918 ,respectively. Conclusion Serum
miR-205, miR-23b, and miR-25 levels were reduced in patients with sepsis, and were closely correlated with patient prognosis. Thus, they
may serve as serological biomarkers for assessing disease and predicting prognosis.
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Tab.1 Comparison of the general characteristics of the control, mild and severe groups

Ttem Control group (n =80)  Mild goup (n =52)  Severe group (n = 34) FIx? P

BMI (kg/m®) 22.31+2.50 22.37+1.26 2246 +2.17 0.061 0.941
Heart rate (beats/min) 82.43 +7.24 100.58 = 8.66" 116.47 =9.18” 226.986 <0.001
APACHE I score 0+0 12.09 + 4.54" 15.68 +5.29” 323.119 <0.001
Smoking (yes/no) 26/54 10/42 8/26 3.043 0.218
Alcohol consumption (yes/no) 31/49 11/41 9/25 4.948 0.084
Complication

Diabetes (yes/no) 37/43 28/24 17/17 0.734 0.693

Hypertension (yes/no) 44/36 26/26 20/14 0.683 0.711

Cardiovascular disease (yes/no) 33/47 22/30 16/18 0.336 0.846
Location of infection (lung/abdomen/other) - 35/11/6 22/8/4 0.074 0.963

1) P < 0.05 vs. the control group;2) P < 0.05 vs. the mild group.

F2 HRA. BREAMEEAMFEMIR-205. miR-23b, miR-257k FELE
Tab.2 Comparison of serum miR-205, miR-23b, and miR-25 levels among the control, mild and severe groups

Group n miR-205 miR-23b miR-25
Control group 80 1.180.27 1.57 +0.36 1.23+0.34
Mild goup 52 0.76 £0.17" 1.03 +0.16" 0.71 £0.19"
Severe group 34 0.47 £0.09” 0.56 +0.10” 0.34 +0.05”
F 147.523 181.032 156.376
P <0.001 <0.001 <0.001

1) P < 0.05 vs. the control group;2) P < 0.05 vs. the mild group.
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Fig.1 ROC curves of serum miR-205, miR-23b, and miR-25
levels to evalute the severity of disease in patients with
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*R3 HHFASHTARSESREMFEMIR-205, miR-23b, miR-257K L
Tab.3 Comparison of serum miR-205, miR-23b, and miR-25 levels in patients with sepsis who survived or died

Group n miR-205 miR-23b miR-25
Survival group 68 0.68 £0.12 0.91+0.23 0.64 £0.13
Death group 18 0.41 £ 0.09 0.46 £0.10 0.21+£0.03
t 8.891 8.073 13.879
P <0.001 <0.001 <0.001
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Fig.2 ROC curves of serum miR-205, miR-23b, and miR-25

levels to predict the prognosis of patients with sepsis
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