
Li et al. Horticulture Research           (2021) 8:242 Horticulture Research
https://doi.org/10.1038/s41438-021-00700-1 www.nature.com/hortres

CORRECT ION Open Ac c e s s

Correction: Haplotype-resolved genome of diploid
ginger (Zingiber officinale) and its unique gingerol
biosynthetic pathway
Hong-Lei Li, Lin Wu, Zhaoming Dong, Yusong Jiang, Sanjie Jiang, Haitao Xing, Qiang Li, Guocheng Liu, Shuming Tian,
Zhangyan Wu, Bin Wu, Zhexin Li, Ping Zhao, Yan Zhang, Jianmin Tang, Jiabao Xu, Ke Huang, Xia Liu, Wenlin Zhang,
Qinhong Liao, Yun Ren, Xinzheng Huang, Qingzhi Li, Chengyong Li, Yi Wang, Baskaran Xavier-Ravi, Honghai Li,
Yang Liu, Tao Wan, Qinhu Liu, Yong Zou , Jianbo Jian, Qingyou Xia and Yiqing Liu

Correction to: Hortic. Res. https://doi.org/10.1038/s41438-
021-00627-7 published online 5 August 2021

After online publication of the article1, the authors
noticed the affiliation “College of Landscape Architecture
and Life Science/Institute of Special Plants, Chongqing
University of Arts and Sciences, Yongchuan, Chongqing,
China” for author Yiqing Liu was missing.
The original article has been corrected
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