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Abstract: Antimicrobial peptides (AMPs) are critical defense molecules produced by the innate immune system to
combat pathogenic microorganisms. These peptides are widely distributed in plants, mammals, and humans. Among
them, L1.-37/cathelicidin-related antimicrobial peptide (CRAMP) is the only known antimicrobial peptide shared be-
tween humans and mice, referred to as L1.-37 in humans and CRAMP in mice. In addition to its broad-spectrum antibac-
terial, antiviral, and antifungal activities, CRAMP/LL-37 also plays a crucial role in regulating the host immune
balance, promoting wound healing, and protecting against inflammatory damage. Inherent immune cells, such as neutro-

phils and monocytes/macrophages, are the primary sources of CRAMP secretion. These cells play a critical role in recog-
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nizing pathogens, performing phagocytosis, and secreting various cytokines and antimicrobial factors, thereby con-
tributing to immune response of the body. In-depth research into the mechanisms regulating CRAMP secretion in innate
immune cells will significantly enhance our understanding of innate immune system of the body. It will also provide va-
luable insights into host strategies for combating infections, the development of antimicrobial drugs, and the improvement
of treatments for autoimmune diseases. Thus, this article reviews the mechanisms governing CRAMP secretion in innate

immune cells, drawing on recent advancements, and aims to provide a reference for future in-depth studies and clinical ap-

plications.
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