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[Abstract ] Objective To investigate expression profile of epiplakin 1 (EPPK1) in endometrial carcinoma and its potential clinical
significance. Methods Based on The Cancer Genome Atlas ( TCGA) database, using the R Programming lLanguage software,
analysis of mRNA expression levels of EPPK1 in endometrial carcinoma tissues was conducted to analyze correlations between
EPPK1 expression and clinical-pathological parameters such as patient age and tumor grade. Kaplan-Meier survival analysis was
performed to explore associations of EPPK1 expression with overall survival (OS) and progression-free survival (PFS). To further
validate EPPK1 expression status in endometrial carcinoma tissues,immunohistochemistry (IHC) for tissue microarrays containing
endometrial carcinoma tissues and adjacent non-cancerous tissues was conducted and scored based on proportion of the positive cells
and staining intensity. Statistical analysis was performed using Mann-Whitney U test. Additionally, UALCAN and cBioPortal
databases were used to characterize EPPK1 expression patterns and gene alterations,and TIMER2. 0 database was further employed
to assess its expression trends across multiple cancer types. Results EPPK1 was significantly upregulated in endometrial carcinoma
tissues and closely correlated with patient age and tumor grade,and the patients with high EPPK1 expression exhibited poor OS

(HR=1.91,95%CI:1. 26-2. 09, P =0. 020) and PFS (HR =1.51,95%CI:1. 07-2. 14, P = 0. 02). IHC further confirmed

(W EH]2025—08—29

[E£WE HEHAR %I4T B H (81571393)

[YEZ = JJEFE I (1988—) . Lo . B ERAF 7T 57 o 35 B M =7 IR S vk i o () F 5T
[@EiEE I R.AITFTE0L .



2 a1 4 4k AR R
Chinese Journal of Woman and Child Health Research

EURVE S S ]
2026 4 4 H

Vol. 37 No. 4
Apr. 2026

upregulation of EPPK1 expression level in endometrial carcinoma tissues. Moreover, EPPK1 expression was potentially associated
with expression of key proteins in multiple signaling pathways and exhibited a high expression trend across many different cancer

types. Conclusion EPPK1 is highly expressed in endometrial carcinoma tissues and may participate in tumorigenesis and

progression. It holds promise as a potential diagnostic and prognostic biomarker.
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Fig. 2 Expression of EPPKI1 in endometrial carcinoma tissues
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Fig. 3 Mutational profile of EPPK1 in endometrial cancer tissues and its correlation with key gene mutations

12



5537 B 4 W E da 4h i R AR Vol. 37 No. 4
2026 4F 4 A Chinese Journal of Woman and Child Health Research Apr. 2026
A - B p=341e7 C 501 P=4552¢-6 D
1 000[ P<10710 14k _
~ = .63e-1 . . g=4.00e-6 L q=4.279¢-5 _ank - A A
4= '€ 800f O R yap + x40 3 i w kB
5 600 Z Lop CEUE A 3 30
B® q00f 2 . £ 08 ¢ g20r % R
> | % g 06r i 2ol r % 20
£ 200F -, o & 7 10 = & J{m
I & = 04r & 2 s S 3 10
= op W Z 0a2f o = g
—200L = ok -10 0
S @‘% B ,é.;»% %éﬁ%’ ,YQFW% o&* &“g’é&\
Gl o & & & 3 <
* * * C
E EPPK1 vs. POLE  spearman:0.11 F EPPK1 vs. TP53 Spearman:~0.03 G EPPK1 vs. CTNNBI1  spearman:0.15
] L (P=0.0142) iz (P=0.497) iz L (P=4.109¢-4)
ﬂﬁ 12 5 Pearson:0.09 .& 14+ Pearson:—0.08 -& 15 .« ° Pearson:0.10
w 12.01 L. e (P=0.0352) : 13 (P=0.0772) : 141 ° o le (P=0.0177)
m11.51 S e o - y=0.04x+9.88 Ko 12 y=-0.05x+11.72 #® X _y=0.05x+12.08
<ZC ﬂll oF R2=0.01 <4 11+ R?=0.01 <o 13+ R2=0.01
20551 - BPPK 1508 éﬂi 10k . “EPPK1%¢% é o < EPPK1%u&s
£ &10.0f = POLE %% & o g P35 = Kot CTNNBIswi
o 9.5F sy T © SHERE o 8- NS R {% 1k SR
#E 90k tees gt - SHEIRIE 1ty 2 g‘  SHEBRRE iy oo  HEBRRE
=785t Cet EREAMEE o S| RREALSE S 10k P ]
. 1
o 8.0 TR TR N T T B =} T SN Y T T N Y | T T N T N B
-4 024 68101214 = 024628101214 % 024628101214
EPPK 12 FmRNAR A & EPPK 1% FImRNA%K ik & 5 EPPKIEFEmMRNAKLR
@]
(log2#% ¥ 1) (log2%% e 1H) (log2#: #18)

1E: A:EPPK1 S 5 5 TMB /K VB X & s B: EPPK1 2 5240 5 4F 42 55 41 19 MSI MANTIS ¥ 43 22 5 C: EPPK1 42 5 4 5 4E &
S41 19 MSlsensor P74 22 5 ;D EPPK1 48 5% 5 POLE, TP53 ,CTNNBI1 =t 3 [H 28 AR & 19 56 R s E. EPPK1 5 POLE 235 (i #1615
F.EPPK1 5 TP53 £k MM ¢ ; G: EPPK1 5 CTNNBIL ik 194 XM,
B 4 EPPKIERZREFENRES FHEREZEEXIERNXEKSH

Fig.4 Association of EPPK1 genetic alterations with molecular characteristics and immune markers in endometrial cancer
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