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Abstract: The high variability of porcine reproductive and respiratory syndrome virus (PRRSV) poses an ongoing threat to China’s swine
industry. In the present study, the epidemiological characteristics and ORF5 gene genetic evolution of PRRSV in East China were investiga-
ted. A total of 236 clinical samples (suspected PRRSV) were collected from large—scale pig farms across seven provinces in East China dur-
ing 2023-2024. qPCR detection revealed an overall PRRSV2 positivity rate of 19.92% (47/236) , with no PRRSV1 detected. Thirty—two
ORF5 genes were successfully obtained via RT-PCR amplification and sequencing. Nucleotide homology analysis and phylogenetic tree with
reference strains from GenBank showed that the 32 ORF5 sequences clustered into three lineages: lineage 1 (75%, 24/32), lineage 5
(9.4%, 3/32), and lineage 8 (15.6%, 5/32). Their nucleotide identities with representative strains NADC30/NADC34 (lineage 1),
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VR2332 (lineage 5), and JXA1 (lineage 8) were 84.4%—95.9%, 81.8%~-99.3%, and 81. 7%~-99. 3%, respectively. The recombination
analysis identified recombination events in 31.25% (10/32) of the ORF5 sequences, predominantly (8/10) from NADC30 ( lineage 1. 8)
and NADC34 (lineage 1.5). The amino acid variation analysis of the GP5 protein highlighted mutations concentrated in two hypervariable re-

gions (HVRs) and the decoy epitope region. These findings enriched molecular epidemiological data on PRRSV in Eastern China, and pro-

vided crucial reference for prevention and control of PRRS in the region.
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