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Identification of the hypopharyngeal cancer hub gene HOXB9 based on
weighted co-expression network analysis
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(1. Department of Otolaryngology ;2. Research Institute of Tissue Engineering and Stem Cell ,Head and Neck Surgery,Nanchong Central
Hospital , North Sichuan Medical College ,Nanchong 637000, Sichuan ,China)

[ Abstract] Objective:To explore the role of the pivotal gene HOXB9 in hypopharyngeal carcinoma based on weighted co-expres-
sion network analysis and validation of the results by immunohistochemistry. Methods:3 ,496 genes that were expressed differently be-
tween head and neck squamous cell carcinoma (HNSCC) and normal samples were found using data from The Cancer Genome Atlas
(TCGA). These differentially expressed genes were chosen for enrichment analysis and weighted gene co-expression network analysis
(WGCNA) ,which aimed to identify gene modules associated with clinical features of HNSCC patients. Additionally, prognostic survival
analysis of the pivotal modules identified important genes, and immunohistochemical validation was carried out on the identified key
genes. Results; 11 essential genes were found using predictive survival analysis of key module genes,and data analysis revealed differ-
entially expressed genes and key gene modules in malignancies. Inmunohistochemistry validation of HOXB9 revealed a substantial up-
regulation of HOXBY in hypopharyngeal cancer (P < 0. 05). Conclusion;: HOXBY is significantly overexpressed in hypopharyngeal
cancer tumors,and its high expression is significantly correlated with tumor stage and lymph node metastasis,which may be a potential
prognostic and therapeutic target for hypopharyngeal cancer.
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