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Abstract: [Objective] This paper aims to establish a genetic transformation system of jujube callus and
optimize the identification method for selecting positive plants using the callus of ‘Jingzao 39 as explants.
[Method] Using ‘Jingzao 39’ callus as plant material, the modified vector containing the reporter gene
eYGFPuv was transformed by agrobacterium tumefaciens mediated method, genetic transformation was
performed by agrobacterium tumefaciens mediated method, the effects of pre-culture time, agrobacterium
concentration, infection time, acetosyringone (AS) mass concentration and co-culture time on genetic
transformation of ‘Jingzao 39’ were investigated to establish a genetic transformation system of jujube callus
and optimize the identification method for selecting positive plants. [Result] (1) The minimum lethal
concentration of kanamycin on callus was 30 mg/L. (2)The optimal treatment conditions of genetic
transformation included that pre-culture time was 4 d, bacterial solution concentration ODgy, was 0.6,

infection time was 20 min, AS mass concentration was 100 pmol/L, co-culture time was 4 d. (3) The positive

Yr#5 B #3: 2024-03-07 & HH#A: 2024-05-05

EEUIA: MK ESUERTHRI(2022YFD2200404), H 5] G40 75 BHE R e % TeRs (SR Al s B3 5 & e 714271,

F— 1 WE . FEFT A SFKRE R Email: 17339193560@163.com  Hiuhik: 100083 b5t e X G B R 35 SAbaibhol K2
AR SRR B .

EBEEE: BV, B FETIITH: AF R E R, Email: xmpang@bjfu.edu.cn  Hidik: [7] F.

Z5FRI4iE: http:/j.bjfu.edu.cn; http://journal.bjfu.edu.cn


https://doi.org/10.12171/j.1000-1522.20240055
https://doi.org/10.12171/j.1000-1522.20240055
https://doi.org/10.12171/j.1000-1522.20240055
mailto:17339193560@163.com
mailto:xmpang@bjfu.edu.cn
http://j.bjfu.edu.cn
http://journal.bjfu.edu.cn

10 5 A R 39

EHS IR R IR R R 75

callus group showed bright fluorescent green under 365 nm ultraviolet light and the transformation rate was

averaged 21.2%. [Conclusion] Through comparative experiments, the ‘Jingzao 39’ callus genetic

transformation system is successfully established, which provides a new method for accelerating the genetic

transformation of jujube.

Key words: Ziziphus jujuba ‘Jingzao 39’; callus; genetic transformation; eY GFPuv
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a~c.BPAER G 39 @A d ~ LRI I 58 39° @45 . a—c, wild type ‘Jingzao 39’ callus; d—f, successfully transformed ‘Jingzao 39° callus.

Kl 4 #or%e eYGFPuy R H A HAUE AT Rl 45 1
Fig. 4 Results of UV lamp detection of partial callus transfected with eYGFPuv gene
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‘Jingzao 39’ callus DNA, which is negative control; 2 is water, which
is blank control; 3 is plasmid bacterial liquid, which is positive control;
4-10 are the DNA of ‘Jingzao 39’ callus confirmed with green

fluorescent.
5 RIGERIHIEGHL PCR KL

Fig. 5 PCR detection results of callus showing green fluorescent
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