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Abstract; This study aimed to establish a primary culture and identification method for skin melanocytes from Yanshan cashmere goats,
and to investigate the expression of keratin 17 (KRT17) in these cells as well as its regulatory role in the expression of key melanogenesis
genes. Melanocytes were isolated from the ear margin skin of Yanshan cashmere goats using a two—step enzymatic digestion ( Dispase II plus
trypsin) combined with cell sieving, and were identified by DOPA staining, Masson—Fontana melanin staining, and immunohistochemistry
for premelanosome protein (gpl100). After transfection of KRT17 interference fragments into melanocytes, the knockdown efficiency was veri-
fied by RT-qPCR and Western blot. Then, the relative mRNA expression levels of microphthalmia—associated transcription factor ( MITF) ,
tyrosinase (TYR) , tyrosinase—related protein I (TYRP1), and dopachrome tautomerase ( DCT) were measured; and melanin content was
determined. Primary Yanshan cashmere goat melanocytes with typical morphology were successfully obtained, showing positive DOPA stai-
ning, positive Masson—Fontana melanin staining, and positive gp100 expression ( purity>90% ). The knockdown results showed that, com-
pared with the control group, the KRT17-silenced group exhibited increased melanin content ( P<0.05) and significantly upregulated mRNA
expression levels of MITF, TYR, TYRP1, and DCT (P<0.05). This study successfully established an in vitro culture system for Yanshan

cashmere goat melanocytes, confirmed that KRT17 was stably expressed in these cells, and demonstrated that KRT17 participated in regula-
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ting melanogenesis in Yanshan cashmere goats by negatively regulating the transcription levels of MITF and its downstream target genes.

Keywords: Yanshan cashmere goat; melanocyte; KRT17; melanogenesis
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