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Abstract Objective To investigate the changes in miR-211-5p and HOXC8 expressions in colorectal cancer tissues and their rela-
tionship with the prognosis of patients with colorectal cancer. Methods We recruited 105 patients with colorectal cancer who received
treatment at our hospital between July 2022 and July 2023. During surgery, cancer (research group) and adjacent (control group) tissues
were collected from the patients. Based on survival status within one year after discharge , the patients were grouped into survival and death
groups. Changes in the miR-211-5p and HOXC8 expressions were also detected. Spearman’s correlation analysis was used to analyze
the relationship between miR-211-5p and HOXCS in the research group and their association with clinical features. The Cox model was
used to analyze the factors influencing the incidence of colorectal cancer. Kaplan-Meier analysis was used to analyze the prognostic pre-
dictive values of miR-211-5p and HOXCS in colorectal cancer. Results The expression level of miR-211-5p was markedly reduced in
the research group relative to that in the control group,and the positive expression rate of HOXC8 was significantly increased (P < 0.05).
miR-211-5p and HOXC8 had targeted binding sites ,and their levels of expression were negatively correlated for the research group (r =
-0.308,P = 0.001). The proportion of low/moderate tumor differentiation and TNM Il[-IV stage cases with low expression of miR-211-5p
and HOXCS positivity in colorectal cancer tissues was higher than that of cases with high tumor differentiation and TNM I -1l stage
(x ’=4.732,4.418 ,4.702,8.507,P > 0.05). miR-211-5p was a protective factor for colorectal cancer,whereas HOXC8 was a risk factor
for colorectal cancer (HR=0.581,1.964,P < 0.05). The survival rate (94.23%) of patients with high expression of miR-211-5p was higher
than that of those with low expression (75.47%),and the survival rate of patients with negative expression of HOXC8 was higher than
that of those with positive expression (95.24% vs. 77.78%, x *=7.525,6.003,P = 0.006,0.014). Conclusion The expression level of

miR-211-5p is reduced and the positive expression rate of HOXCS is increased in colorectal cancer tissues. They two are associated with
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poorer prognosis of colorectal cancer. The levels of miR-211-5p and HOXC8 expression is useful for the prognostic evaluation of colorectal

cancer.
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Tab.1 Comparison of miR-211-5p and HOXC8 expressions in the research and control groups

Ttem Research group (n=105) Control group (n=105) t/'x 2 P
miR-211-5p 0.74 £ 0.18 0.97 £0.21 8.521 <0.001
HOXCS8 positive [n (%)] 63 (60.00) 26(24.76) 26.696 <0.001

A, reasearch group; B, control group.
E1 HOXC8#ERFTARITRAHRIZER x 200
Fig.1 Expressions of HOXCS8 in the research and control

groups x 200

miR-211-5p: SUUAACAUACUACCUAAAGGGAAZ3

HOXC8: ’UuCCGCUUCCUACUGUUUCCCUUS
E2 £MERFHERMmMIR-211-5p, HOXC8BE & & fim
Fig.2 Prediction of miR-211-5p and HOXCS8 targeted binding

sites by bioinformatics software
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Tab.2 Relationship between miR-211-5p and HOXC8 expressions of colorectal cancer tissues and clinical features

miR-211-5p expression

HOXC8

Item ix’ P t/'x P
High (n = 52) Low (n = 53) Positive (n = 63) Negative (n = 42)
Age (year) 61.83 +4.69 61.79  5.08 0.042 0967  61.76+4.93 61.88 +4.58 0.126  0.900
Sex [n(%)] 0251 0616 0231  0.631
Male 30(57.69) 28(52.83) 36(57.14) 22(52.38)
Female 22(42.31) 25(47.17) 27(42.86) 20(47.62)
BMI (kg/m®) 23.87 + 1.46 23.73 + 1.50 0485  0.629  23.92+1.48 23.46 + 1.61 1.506  0.135
Tumor diameter [n (%)] 2764 0.096 2059  0.151
<2cm 21(40.38) 30(56.60) 27(42.86) 24(57.14)
>2 cm 31(59.62) 23(43.40) 36(57.14) 18(42.86)
Tumor site [n (%)] 0.077  0.781 0.027 0870
Colon 31(59.62) 33(62.26) 38(60.32) 26(61.90)
Rectum 21(40.38) 20(37.74) 25(39.68) 16(38.10)
Degree of differentiation [n (%)] 4732 0.030 4702 0.030
Low/medium 39(75.00) 29(54.72) 46(73.02) 22(52.38)
High 13(25.00) 24(45.28) 17(26.98) 20(47.62)
TNM staging 4418 0.036 8507  0.004
-1 36(69.23) 26(49.06) 30(47.62) 32(76.19)
m-1v 16 (30.77) 27(50.94) 33(52.38) 10(23.81)
Lymph node metastasis [n (%)] 3.100  0.078 2704  0.100
Yes 20(38.46) 12(22.64) 23(36.51) 9(21.43)
No 32(61.54) 41(77.36) 40(63.49) 33(78.57)
Drinking [n (%)) 0.460  0.498 0.026  0.873
Yes 26(50.00) 23(43.40) 29(46.03) 20(47.62)
No 26(50.00) 30 (56.60) 34(53.97) 22(52.38)
Smoking [n (%)] 0.076  0.782 0.597  0.440
Yes 17(32.69) 16(30.19) 18(28.57) 15(35.71)
No 35(67.31) 37(69.81) 45(71.43) 27(64.29)
Hypertension [n (%)) 0.077  0.782 0.031 0.861
Yes 16(30.77) 15(28.30) 19(30.16) 12(28.57)
No 36(69.23) 38(71.70) 44 (69.84) 30(71.43)
Diabetes [n (%)] 0.431 0512 0.009  0.923
Yes 10(19.23) 13(24.53) 14(22.22) 9(21.43)
No 42(80.77) 40 (75.47) 49(77.78) 33(78.57)
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