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Abstract

Objective: To explore the role of DNA primase subunit 2 (PRIM2) in tumor prognosis and im-
mune infiltration by pan-cancer analysis. Methods: PRIM2 gene expression and clinical data were
downloaded from the UCSC Xena website. The differences in PRIM2 expression were examined in
tumor versus normal tissues and associations with immune cell infiltration, immune checkpoint genes,
mismatch repair (MMR), and DNA methylation-related genes using the GEPIA and TIMER?2 data-
base. The association of PRIM2 with tumor mutational burden (TMB), microsatellite instability
(MSI), and immune scores of different tumors were analyzed by R language. The LinkedOmics data-
base was used to investigate co-expression of genes and enrichment analysis of PRIM2. Molecular bi-
ology experiments were performed by using Western Blot analysis, cell viability analysis, colony for-
mation assays, Transwell migration, and EdU staining. Results: PRIM2 is highly expressed in most
tumors and negatively correlates with survival prognosis. PRIM2 expression is strongly correlated
with immune-related factors such as tumor microenvironment (TME), TMB, MSI, and MMR. Mo-

lecular biology experiments confirm that PRIM2 promotes the proliferation and migration of glioblasto-

SRR - Wb FE & TR (465 . 2022BCE020) o
TEBB N AWK, T ,1997—, B 1 AR, 8\ F BB UTE , E-mail: 2022283020096@whu. edu. cn.
BIS1EE . 1A %R, E-mail: Chzbiao@126. com,



182 RPN = Q= )]

47 %

mas. Conclusion: PRIM2 affects the prognosis of various cancer patients. Meanwhile, PRIM2 has a

strong correlation with immune infiltration and immune therapy response in different tumors.
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