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Abstract: Crocidura anhuiensis was identified as a new species based on specimen from
Huangshan, Anhui Province in 2019. As an endemic species in China, it was distributed
in Anhui, Jiangxi, Fujian, Zhejiang and Hunan provinces. From September 2024 to
March 2025, during a terrestrial wildlife survey in Nanjing, Jiangsu Province, we collected
two shrews from Tangshan (32°03’25. 92" —32°02'57. 12"N, 119°02' 56. 40" —119°00’
30.96"E). Based on morphological and molecular identification, two specimens were con-
firmed to be C. anhuiensis, which is a new distribution record for mammal fauna in Jiangsu
Province. This study expanded the distribution range and enriched the biogeographic data
of C. anhuiensis.
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5% 1 J& (Crocidura) 3 J& T 55 W& H H (Eulipo-
typhla) &Rl (Soricidae ) , 12 J& 4 A AR 8RR X 85708 |
EEZERAUE , FBURNZ YR 23 K50 A
FEAERR 224 BRI & 1 43 A i 1] 32 AR S
DI I P g ity R AT DX, A B A 43 A A
b P e B A R ) 3 AR s o Y i
204FE AR 25 TR e rb 2021 AEAEEN 2 75 I
IIPLIBVE By A B 14 A BRREGET AR b R R
YiFh B AR RARVES . BT, T E B R R
PR A 1650

LA S (Crocidura anhuiensis ) 52 Zhang et al. (4]
T 2019 Al AR 0 B J B R, RS M A 2 B B
s, 2 b R R, H R C R0 A o 2R L
FEED AR WA AR A, LI R
Yip H R C A KB (C. attenuata) KRR (C. la-
siura) FILLA/INERRI(C. shantungensis)” . 202449 H—
2025 4 3 J, ABIF5 AT BAAE T pig iy i 2 B85 A4 5
Yy B IR E A, TR R 1 (3270325, 92" —32°
02'57. 12"N, 119°02'56. 40"—119° 00'30. 96"E) >k %
) 2 5 B RbR A (FR A5 : NJTS0906 NJTS0315) . £
T 2503 BT R0 43 7 45 58 WA X 2 T AR AR 34 Dy 2 BRURS
W, R VLR Ao A 4 s o ANWFFE AR DG SE 0 T
5 El T RO R A Bl S 0 A8 B 51 s o A
(HiLfF45-:2024016)
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TE T SOl A fin B 227 B sh ) 2 S 6 28 0]
K FRE 50 LY 25 B AR A T J B S AR R D 6
HrdR AR NJTS0906 S Fi 4 5 £, JC 2% il 1Sk 1 4
A UK SERERRAS NJTS0315 0473k BRI & . 4h
LSS IRSCHRL8 1Y 5 ¥ , (I AS 8w i bn R R
(2 :0~200 mm; 4 i : 0. 01 mm) Ml & 3k 1A
(head-body length, HB) | F& { (tail length, TL) | )5 /&
£ (hind foot length, HL) FII H-{ (ear length, EL) . 3k
) e SRR o Sk I R D A O R
T 4 RO & 4K (condyloincisive length, CIL) .
MIE 18] %% (interorbital breadth, IOB) | i /il % (cranial
breadth, CB) . /i {5 (cranial height, CH) | J&& 2 [ T¥
£ (palatoincisive length, PIL) | % #L 4 (postpalatal
length, PPL) . I #ll 14 %1 & (upper toothrow length,
UTRL) . F#li & (mandibular length, ML) F1 F £ {4 1]

£ (lower toothrow length, LTR) .
1.2 AW e b

BT 2 5 B R AR AS 1 &8 70 UL P 2120, F F DNA
PR (9770A,, F H EAEMHE AR (JLE) AR
") 4 BURE B DNA, R JH 51 ¥ L14724-hk3 Fl
H15915-hk3"" it if PCR 9 S AR A Cye b ¥ 51 o
Je v B SR A R R /) 5E A, BT s 41 2
% % GenBank (J3 51 %5 : PV781117 ,PV781118) .
M GenBank H T 222 ORS¢ TR ) L 2R BH VT J8S ie)
(C. dongyangjiangensis) . 1A K EEH (C. dracula) |
KRR AEFE T EFRD (C. rapax) LLZR/NER iP5 AA A
VBRI (C. sibirica) Ab/NEER (C. suaveolens) .5 TS K
JB3 1) (C. tanakae) V4 T BF R (C. vorax) LA 111/
B35 (C. wuchihensis) #1550 (Suncus murinus ) 3 134
YyFi ity Cyt b I 5 , SABEFERY 2 56 )7 9 85 P>
B IFAE MEGA 11 rh 3 5 BEAT 2 4] LU O BEA T
WAL B THE Y LSRR MR, 1 PhyloSuite
BAE N B B 1Q-TREE, 2 F f5 KA 4K 5 (maximum
likelihood , ML) #4) £ & 42 & & W1 d i A6 AL J2
TIM2 + F + G4,

2 H#R

2.1 JBEMML

FrAS NJTS0906 Ay 5% A4, fife 21> B35 B2 38 433k /i,
Al e A HALZ P 5 A%, HS R K 72, 28 mm,
IR KA, B OENE R, Wi al 51,
A 49.26 mm, BEMAEVE A ER, FEK
14.28 mm, §i 5 15 2, A H A6, ZiA N
JE A FFIE S Zhang et al. "4 1A 1 2 508 i 3L AR —
o FRANITS0315 Jy 78 8K BARTE 5w /), 1K
FE 5 NJTS0906 —F, Wi 40 H A, Wi 2L A K
(A il 250, HA 6. 58 mm, B H 44 9 & OB R A, Sk
K 64. 39 mm, BATH K, K 42. 61 mm, B K4
KA 66. 2% , BRI EAm K A 6aE Kk, 52
K 13017 mm, 55 R BRSO R TR
T AMEEPRAM L (F D), AT IR PRA ) 3k
K (64. 39 ~ 72. 28 mm) &b T Z#0(60. 9 ~ 78. 1 mm)
FIVTPE(75. 0 ~ 87. 0 mm) B Z N 5 B K (42. 61 ~
49.26 mm) 52 #(48.3 ~ 59. 2 mm) # /S (H A
TALVPE(52.0~62. 0 mm) . NJTS0315 k8 (& 1) 5k
= N R NS I R TN 7 i vl B A T )
Rk 1TV TR G ) 0 A A 5 51424 21, 91 mm, 5
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Figure 1 The cranium of Crocidura anhuiensis (NJTS0315) from Tangshan, Nanjing, Jiangsu Province
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Table 1 Comparison of external and cranial measurements of new record specimens of Crocidura anhuiensis from Jiangsu Province and known domestic

populations mm

ABFFE (ILIR)

pUE== =2 2 This study (Jiangsu) 3 VLY WL
Measurement Anhui'* Jiangxil® Zhejiang!®!
NJTS0906 NJTS0315
SR K HB 72.28 64. 39 60.9~78. 1 75.0~87.0 51
R TL 49.26 42.61 48.3~59.2 52.0~62.0 51
Ji K HL 14.28 13.17 13.5~14. 8 13.0~14.0 14
HK EL 6.58 8.7~9.3 9.0~10.0 8
fii 4 CIL 21.91 20.8 ~22.4 20. 17 ~21.21 19.92
NE 1] 5% 10B 4.82 4.6~4.8 4.58~4.73 4.45
v 5 5 CB 9.37 9.1~9.9 8.85~9.56 8. 62
fififm CH 5.58 5.0~5.5 5.14~5.47 5.55
St PPL 9.46 8.7~9.9 8.90
55 211K PIL 9. 62 8.3~9.3 9.34
AR 51 K UTRL 9.91 9.1~10.1 9.17~9.36 9.25
N ML 11.50 10.2~11.6 13. 69
TSI LTR 8.21 8. 68
T NJTS0906 P Sk FRMeAt , {00 5 AMESE 5 .
Note: For specimen NJTS0906, due to head damage, only external measurements were taken.
2.2 RGEKEMT (F2)KH, PIbRAS 5 2 0BT R bR A 1Y 35 44 1 25

T Cyt b IP I BB R K BIR R Gk B R0.4%. WRIEWILEIY) Cye b I B AL HE B /N T
B 2) Bos AR TR AILERER 2558 2% Al F — PR pbRiE™, Bk s FiEde it —
A (NJTS0906 \NJTS0315) 5 ZRUBH B AARATE L DHIAX 2 SARA K LB .

— ALY SCFR CH BAE N 0.96) o 5t 4% 10 B 3 A
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NIJTS0906
96| 'NJTS0315

LY BRI Crocidura anhuiensis MK 546387
JBHER Crocidura attenuata OP594756
V4R R Crocidura vorax MW 682494
X BEYT. B8 Crocidura dongyangjiangensis OP503637
AN KB Crocidura dracula MN690953
AR ILI/INERRY Crocidura wuchihensis AB175085
KR Crocidura lasiura AB077072
16 T B3 Crocidura rapax AB175086
BV KB Crocidura tanakae ON624128
5 VUTARE 88 Crocidura sibirica AB0O77087
98 L Jb/NERRT Crocidura suaveolens AB077280

\A/INEH Crocidura shantungensis AB077278

68

98

100

B Suncus murinus AB033610

0.1

2 BT Cn b EEMBNBRHESAURRELTH

Figure 2 The maximum likelihood phylogenetic tree of the genus Crocidura based on Cyt b gene dataset
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Table 2 Pairwise genetic distances of Cyt b genes among species of the genus Crocidura

Si%is 1 2 3 4 5 6 7 8 9 10 11 12 13
1. NJTS0906
2. NJTS0315 0. 000
3. LB Crocidura anhuiensis 0.004 0. 004
4. JREGRA Crocidura attenuata 0.036 0.036 0.032
5. PiRGH B Crocidura vorax 0.034 0.034 0.030 0.041

6. ZRPHYLES Crocidura dongyangjiangensis 0. 113 0.113 0.116 0.120 0.126
7. HERKIEH Crocidura dracula 0.132 0.132 0.127 0.133 0.143 0. 151

8. TLf&IL/NERR Crocidura wuchihensis 0.126 0.126 0.128 0.131 0.127 0.141 0.153

9. KR Crocidura lasiura 0.101 0.101 0.103 0.104 0.115 0.111 0.139 0.134

10. 4R EER Crocidura rapax 0.102 0.102 0.107 0.100 0.115 0.108 0.137 0.132 0.041

11. B KB Crocidura tanakae 0.123 0.123 0.124 0.126 0.125 0.131 0.137 0.140 0.114 0.114

12. PEIARI B Crocidura sibirica 0.144 0.144 0.143 0.144 0.152 0.166 0.156 0.155 0.150 0.153 0.142

13. db/INEFR Crocidura suaveolens 0.155 0.155 0.157 0.162 0.163 0.147 0.184 0.152 0.151 0.158 0.153 0.082

14. IWZE/NESRR Crocidura shantungensis 0.138 0.138 0.140 0.137 0.158 0.141 0.161 0.154 0.141 0.134 0.164 0.090 0.109
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3 HIERNA BRIV 2, T P A 37 L) K i i A B 3

B B . N 4 \‘ ‘/\_ z:':.\/\
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NJTS0315 1) 3k B RFAE , 34 5 2 BURF R bs A JE A1)
Ao RYKETHHEA,NJTS0906 A1 NJTS0315 5%
BORRARIAAR A R — 3, BAZ IR B AR 0. 4%, 25
BIEEFEMARG KA A, A5 5 IA NITS0906 il
NJTS0315 2 iR

ARG AE B 5 LR I R R bR A 2 H i
o E LAY iC 5 . NJTS0315 bRAs il i e K
HARKYJ/NT Zhang et al. R AE W B /ME , 1X Fh 22 57
Al BV AN (8] 9 22 S5 sl U AR vfEAS — 3 VLR
A % W JE PR T A RS R R R R 1L AR )N
BT, BB R 5 R BRI VE | (U AN IR A
S DATRERA S 00, DAL (9 8 A0 I8 2 vp nl BERK & URS
BRI R KRR, UL, YRR TR T 954 10 o A 1
AN i — 2D 9 . AB 5 53 285 X0 ) o bt 2L 4 A 7
38 0] 58 S B MIAR Z P Fh 1 S BR o AR v R
PP PR (A 22 A 1 B Aff 12 SR 20 A3 X 9 )
Fofr T I PR B Sl 7 %) DR 7 o 2 800 i = B2 40 A7 1 [
WILBOE TLVEARY Amds WL M A,
ARWAETL IR W B 20 58, 8 oA v B i 2 0 o A b
RV RERMET . X— R AR T LB
A 4 B A A A S, [REEEn T VL9548 L sh i X
FRACsE A XY Z A A B B
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AR S AL A R (R R A S A A R 8]
F R A& Aoy mAk b K5 KA A FARA R AR
IAE SN E R P T8l Ak Ak K S AR A X 4R
REFHAERARE T/, Eb—FBOAREHF

SE Wk

(1] KIRTE, HEW, 5%, . dEEBRANENE (FIRR
B: BEERD) mImabl)l]. S£54R, 2024, 44(5): 529-550.
CHEN S D, YANGSY, QINGJ, et al. Two new species of genus
Crocidura (Eulipotyphla: Soricidae) from Xizang, China [J].
Acta Theriologica Sinica, 2024, 44(5): 529-550.

[2] ESSELSTYN J A, ACHMADI A S, HANDIKA H, et al. Four-
teen new, endemic species of shrew (genus Crocidura) from Su-
lawesi reveal a spectacular island radiation [J]. Bulletin of the
American Museum of Natural History, 2021, 454(1): 1-108.

[3] BMEX. B5H. RR. 5. PEEXERQ024KR)[)]. &%
4R, 2025, 45(1): 1-16.

WEIL F W, YANG Q S, WU Y, et al. Catalogue of mammals in
China (2024) [J]. Acta Theriologica Sinica, 2025, 45 (1) :

(4]

[5]

(6]

(7]

[8]

(9]

[10]

[11]

[12]

[13]

[14]

[15]

1-16.
ZHANG H, WU G, WU Y, et al. A new species of the genus Cro-
cidura from China based on molecular and morphological data
(Eulipotyphla: Soricidae) [J]. Zoological Systematics, 2019, 44
(4):279-293.
HIEE, BR— L, BER, F. OISR ELTER: KM
IR0 EEsR )], B3R, 2023, 43(3): 352-356.
HU J X, XU Y F, ZOU Z A, et al. New records of Crocidura
dongyangjiangensis and Crocidura anhuiensis in Jiangxi Province
[J]. Acta Theriologica Sinica, 2023, 43(3): 352-356.
BEW, Wik, BEZE. & SR NIHE=82EH4
T REBERIL)]. B22IR, 2023, 43(5): 620-625.
YANG SY, XIE F, TANG K Y, et al. Three new records of Cro-
cidura anhuiensis for Fujian, Zhejiang and Hunan provinces [J].
Acta Theriologica Sinica, 2023, 43(5): 620-625.
BEN. PEHANMSHEML. KRB 2B ESKRIPIM]L B
M BB F, 2024: 262-275.
JIANG Z G. Diversity of China’ s mammals inventory, distribu-
tion and conservation [M]. Fuzhou: Straits Publishing House,
2024: 262-275.
JIANG X L, HOFFMANN R S. A revision of the white-toothed
shrews (Crocidura)of southern China[J]. Journal of Mammalogy,
2001, 82(4): 1059-1079.
BEHR, ER, DR, & EXLBNWEREV: RRB B
FBEU]. shass, 2007, 42(2): 56-62.
YANG Q S, XIA L, FENG Z J, et al. A guide to the measure-
ment of mammal skull V : Insectivora and Chiroptera[J]. Chi-
nese Journal of Zoology, 2007, 42(2): 56-62.
HE K, LI'Y J, BRANDLEY M C, et al. A multi-locus phylo-
geny of Nectogalini shrews and influences of the paleoclimate on
speciation and evolution[ J]. Molecular Phylogenetics and Evolu-
tion, 2010, 56(2): 734-746.
KUMAR S, STECHER G, LI M, et al. MEGA X : Molecular
evolutionary genetics analysis across computing platforms [J].
Molecular Biology and Evolution, 2018, 35(6): 1547-1549.
TAMURA K, PETERSON D, PETERSON N, et al. MEGAS:
Molecular evolutionary genetics analysis using maximum likeli-
hood, evolutionary distance, and maximum parsimony methods
[J]. Molecular Biology and Evolution, 2011, 28 (10) : 2731-
2739.
BRADLEY R D, BAKER R J. A test of the genetic species con-
cept: Cytochrome-b sequences and mammals [J]. Journal of
Mammalogy , 2001, 82(4): 960-973.
GARNETT S T, CHRISTIDIS L. Taxonomy anarchy hampers
conservation[ ] |. Nature, 2017, 546(7656): 25-27.
ZHOU Z M, NEWMAN C, BUESCHING C D, et al. Revised
taxonomic binomials jeopardize protective wildlife legislation

[J]. Conservation Letters, 2016, 9(5): 313-315.




