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Abstract: The application of immunosuppressants has significantly reduced the incidence rate of rejection reaction after liver
transplantation, but the clinical efficacy of immunosuppressants is greatly affected by individual differences between patients. This
article systematically reviews the recent research advances in the interaction between immunosuppressants and gut microbiota, with
a focus on the regulatory role and mechanism of intestinal microflora communities on the efficacy of immunosuppressants. Studies
have shown that intestinal microbiome is one of the key factors influencing the efficacy of immunosuppressive therapy after liver
transplantation. This review aims to provide a theoretical basis for in-depth research in this field and provide new insights for

developing individualized immunosuppressive treatment regimens based on the regulation of intestinal microflora.
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Figure 1 The relationship between gut microbes and immunosuppressants
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