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Comparison and consistency analysis of the diagnostic value of chromosomal microarray analysis and
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[ Abstract | Objective To explore the diagnostic value of chromosomal microarray analysis (CMA) and chromosome karyotype
analysis in chromosomal abnormalities of embryo arrest and conduct consistency analysis. Methods A total of 324 pregnant women
diagnosed with embryo arrest and treated with evacuation of uterus at the Maternity and Child care center of Qinhuangdao from
January 2021 to January 2024 were selected as the research subjects. The results of chromosome karyotype analysis and CMA
detection were compared, and the consistency level was analyzed using the Kappa consistency test. The receiver operating
characteristic (ROC) curve was used to evaluate the diagnostic efficacy of chromosome karyotype analysis and CMA in
chromosomal abnormalities of embryo arrest. Multivariate logistic regression model was used to explore the risk factors affecting
chromosomal abnormalities in villi. Results CMA detected a higher number of chromosomal structural abnormalities, including
deletions,duplications,and mosaic duplications, with a significantly higher detection success rate (X*ranged from 6.500 to 40.069,
P <C0.05).The consistency of chromosome karyotype analysis and CMA test results was 0.79. The area under the ROC curve
(AUC) for chromosome karyotype analysis was 0.948 (0.835-0.977), while the AUC for CMA was 0.952 (0.851-0.985).CMA
detected 11 cases of clinically significant pathogenic chromosomal structural abnormalities. The results of univariate analysis showed
that the rate of chromosomal abnormalities was higher in older age,no history of live birth,and assisted reproductive conception,
and the difference was statistically significant (X* ranged from 4.377 to 20.786, P < 0.05 ). The results of multiple logistic

regression showed that advanced age and assisted reproductive conception were risk factors for chromosomal abnormalities in villi
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(OR ranged from 3.241 to 5.419,P<C0.05). Conclusion The detection results of chromosome karyotype analysis and chromosomal

microarray analysis technology have high consistency, and both detection methods have shown good diagnostic efficacy in the

diagnosis of chromosomal abnormalities of embryonic arrest. Advanced age and assisted reproductive technology are risk factors

affecting chromosomal abnormalities in villi.
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Table 1 Comparison of chromosome karyotype analysis and CMA detection results of

embryonic arrest villus tissue chromosome [n( %) ]
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Table 3 Efficacy analysis of chromosome karyotype analysis and CMA in the diagnosis of
chromosomal abnormalities in embryo arrest
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Table 4 Analysis of pathogenic chromosomal structural variations and clinical phenotypes

in villus tissues of embryonic arrest
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Table 5 Univariate analysis of factors related to chromosomal abnormalities in villi [n( %) ]
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Table 6 Multivariate logistic regression analysis of risk factors for chromosomal abnormalities in chorionic villi tissue
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